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Schistosome HDACs Relationships between schistosome and human HDACs

Class I HDAC

Class I HDAC

Class I HDAC

Class IIa HDAC

Class IIa HDAC

Class IIb HDAC Class IIb HDAC ZnF

smHDAC1 (Smp_005210), 517 aa Group found in:

> 95% bootstrap trials
Schistosoma HDAC1

Schistosoma HDAC3

Schistosoma HDAC8

Schistosoma HDAC5
Schistosoma HDAC4

Schistosoma HDAC6-I
Schistosoma HDAC6-II

Human HDAC6-II
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Human HDAC10

Human HDAC1
Human HDAC2

Human HDAC3

Human HDAC8
Human HDAC11

Human HDAC4
Human HDAC5
Human HDAC9
Human HDAC7

> 75% bootstrap trials

> 50% bootstrap trialssmHDAC3 (Smp_093280), 418 aa

smHDAC8 (Smp_091990), 440 aa

smHDAC4 (Smp_191310), 817 aa

smHDAC5 (Smp_069380), 1354 aa

smHDAC6 (Smp_138770), 1132 aa
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• of interest; •• of considerable interest.

•• Validates schistosome HDAC8 as a relevant epigenetic

drug target, and provides molecular basis for the selective

inhibition of schistosome HDAC8.

•• Shows key roles of histone acetyltransferases (HATs) in the

production of the schistosome eggshell protein, smp14.



•• Summarizes current knowledge on schistosome epigenetics

and its targeting.

• Validates schistosome Sirtuins as valuable targets for small-

molecule control of schistosomiasis.



• Provides a structural basis for the inhibition of eukaryotic

zinc-dependent HDACs via mercaptoacetamide-based

inhibitors.

• Describes a virtual screening strategy that led to discovery

of drug-leads exhibiting selective inhibition toward

schistosome HDAC8.

β


