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Abstract

World Health Organization (WHO) has defined moderate-to-heavy intensity (M&HI) infec-

tions with soil-transmitted helminths (Ascaris lumbricoides, Trichuris trichiura and the two

hookworms, Ancylostoma duodenale and Necator americanus) based on specific values of

eggs per gram of stool, as measured by the Kato-Katz method. There are a variety of novel

microscopy and DNA-based methods but it remains unclear whether applying current WHO

thresholds on to these methods allows for a reliable classification of M&HI infections. We

evaluated both WHO and method-specific thresholds for classifying the M&HI infections for
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novel microscopic (FECPAKG2, McMaster and Mini-FLOTAC) and DNA-based (qPCR)

diagnostic methods. For this, we determined method-specific thresholds that best classified

M&HI infections (defined by Kato-Katz and WHO thresholds; reference method) in two

multi-country drug efficacy studies. Subsequently, we verified whether applying these

method-specific thresholds improved the agreement in classifying M&HI infections com-

pared to the reference method. When we applied the WHO thresholds, the new microscopic

methods mainly misclassified M&HI as low intensity, and to a lesser extent low intensity

infection as M&HI. For FECPAKG2, applying the method-specific thresholds significantly

improved the agreement for Ascaris (moderate! substantial), Trichuris and hookworms

(fair!moderate). For Mini-FLOTAC, a significantly improved agreement was observed for

hookworms only (fair!moderate). For the other STHs, the agreement was almost perfect

and remained unchanged. For McMaster, the method-specific thresholds revealed a fair to

a substantial agreement but did not significantly improve the agreement. For qPCR, the

method-specific thresholds based on genome equivalents per ml of DNA moderately agreed

with the reference method for hookworms and Trichuris infections. For Ascaris, there was a

substantial agreement. We defined method-specific thresholds that improved the classifica-

tion of M&HI infections. Validation studies are required before they can be recommended for

general use in assessing M&HI infections in programmatic settings.

Author summary

The prevalence of moderate-to-heavy intensity (M&HI) infections is a key indicator for

measuring the success of large-scale deworming programs for intestinal worms because

they account for the majority of the worm attributable morbidity. Currently, intestinal

worm infections are classified as M&HI when the number of worm eggs that are micro-

scopically detected in stool using a standard diagnostic method exceeds a threshold set by

the World Health Organization. Over the years, a variety of new promising diagnostic

methods have been introduced for the diagnosis of intestinal worms. Although they have

some important advantages over the current standard method, it is not clear whether they

can reliably classify M&HI infections. This is because their test results either systematically

indicate lower egg counts or are expressed in a unit other than eggs per gram of stool (e.g,

concentration of worm DNA), warranting the need for method-specific thresholds. We

defined method-specific thresholds and verified whether they increased the correct classi-

fication of M&HI infections. Overall, our results indicate that method-specific thresholds

improved the classification of M&HI infections, but that further validation is required

before they can be recommended for evaluating the occurrence M&HI infections in large-

scale deworming programs.

Introduction

Soil-transmitted helminths (STHs, Ascaris lumbricoides (Ascaris), Trichuris trichiura (Tri-
churis) and the hookworms, Necator americanus (Necator) and Ancylostoma duodenale (Ancy-
lostoma) affect one quarter of the world population, and are responsible for the loss of more

than three million disability-adjusted life years (DALYs) [1,2]. To combat STHs, the World
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Health Organization (WHO) and national health authorities aim to eliminate STHs as a public

health problem by means of large-scale deworming programs [3,4]. WHO defines soil-trans-

mitted helminthiases as a public health problem if at least 1% of school-aged children have

moderate-to-heavy intensity (M&HI) STH infections (most of the morbidity due to STHs is

caused by infections of M&HI infections) [4]. Since the 1990s, Kato-Katz has been the WHO

recommended diagnostic method for quantifying eggs in stools, and for subsequently classify-

ing the intensity of infections based on the obtained fecal egg counts (FECs; expressed as eggs

per gram of stool (EPG)) into light, moderate and heavy (see Table 1; [5,6]). During the last

decade, a variety of new diagnostic methods have been introduced to the STH-field, including

both microscopy-based (e.g., FECPAKG2 [7,8], McMaster [9] and (Mini-)FLOTAC [10,11],

and DNA-based methods (qPCR; [12–13])). Each of these methods have important advantages

and disadvantages over the Kato-Katz. Important advantages are a clearer microscopic view

(FECPAKG2, McMaster and (Mini-)FLOTAC) [14–16], a higher clinical sensitivity (= propor-

tion of diseased individuals correctly diagnosed as infected; (Mini-)FLOTAC and qPCR) [17–

19], opportunities for automated egg counting and quality control (FECPAKG2) [20], and the

abilities to differentiate hookworm species and to simultaneously detect parasites other than

STHs (qPCR) [21–23]. Chief limitations of these novel methods are the need for well-equipped

laboratories with well-trained technicians (FLOTAC; qPCR), and the higher cost of processing

large numbers of samples (FECPAKG2; McMaster, Mini-FLOTAC and qPCR). In addition, it

is not clear whether these methods can be employed to monitor progress towards the program

goals. For example, it has been shown that these new microscopy-based methods often result

in significantly lower FECs compared to Kato-Katz, which may lead to an underestimation of

the proportion of M&HI infections. As a result of this, Thus, incorrect and premature pro-

grammatic decision could be made that soil-transmitted helminthiases have been eliminated

as a public health problem [8,9,19]. Moreover, in the case of DNA-based methods, there is a

difference in the analytical unit (EPG for Kato-Katz and units reflecting DNA concentration

for qPCR). This difference in analytical units is further complicated by the absence of single

universally agreed unit for estimating DNA concentration in stools [19,23], which impedes set-

ting thresholds that can be globally applied. A unit that theoretically holds most promise as a

universal unit is the number of genome equivalents / ml DNA extract (GE/ml). Recently,

Cools et al. (2019) [19] indicated that DNA concentration expressed as GE/ml correlated with

FECs reported by Kato-Katz, highlighting that implementation of qPCR-specific criteria for

M&HI infections is possible.

In the present study, we determined whether the current operational WHO thresholds

defining M&HI infections can be applied for FECPAKG2, McMaster, Mini-FLOTAC and

qPCR. For the microscopic methods, we also verified whether these method-specific thresh-

olds improved the agreement in classifying M&HI infections compared to the reference

method (Kato-Katz and WHO thresholds).

Table 1. Classes of soil-transmitted helminth infection intensities based on Kato-Katz fecal egg counts. The fecal

egg counts are expressed in eggs per gram of stool. The thresholds were introduced by the World Health Organization

in 1987 and 1998 [5,6].

Light Moderate Heavy

Ascaris 1–4,999 5,000–49,999 �50,000

Trichuris 1–999 1,000–9,999 �10,000

Hookworm 1–1,999 2,000–3,999 �4,000

https://doi.org/10.1371/journal.pntd.0008296.t001
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Methods

Ethics statement

This study analyzed data obtained during two multi-country studies designed to assess the effi-

cacy of a single oral dose of albendazole against STH infections in school-aged children. The

first study was performed in Ethiopia, Lao PDR and Pemba Island (Tanzania) [19,24,25]. The

overall protocol for this study was approved by the Ethics Committee of the Faculty of Medi-

cine and Health Sciences, Ghent University (Ref. No B670201627755). Subsequently, approval

was obtained by the Institutional Review Boards associated with each trial site (Ethical Review

Board of Jimma University, Jimma, Ethiopia: Ref. No RPGC/547/2016; National Ethics Com-

mittee for Health Research, Vientiane, Lao PDR: Ref. No 018/NECHR; Zanzibar Health

Research Council, United Republic of Tanzania: Ref. No ZAMREC/0002/February/2015). Par-

ent(s)/guardians of participants in this study were asked to sign an informed consent docu-

ment indicating that they understood both the purpose of the procedures required for the

study, and that they were willing to let their child participate in the study. If the child was 6–12

years, he or she had to orally agree in order to participate in the study. Participants over the

age of 12 were only included if they signed an informed consent document indicating that

they understood both the purpose of the study and procedures required for the study, and that

they were willing to participate in the study. This study is registered under the ClinicalTrials.

gov identifier NCT03465488.

The second study provided was conducted in Brazil, Cameroon, India, Pemba Island

(Tanzania) and Vietnam [9,26]. The overall protocol for this study was approved by the Eth-

ics Committee of the Faculty of Medicine and Health Sciences, Ghent University (Ref. No

B67020084254), followed by a separate local ethical approval for each study site. For Brazil,

approval was obtained from the Institutional Review Board from Centro de Pesquisas René

Rachou (Ref. No 21/2008), for Cameroon from the National Ethics Committee (Ref. No

072/CNE/DNM08), for India from the Institutional Review Board of the Christian Medical

College (Ref. No 6541), for Pemba Island (Tanzania; Ref. No 20) from the Zanzibar Health

Research Council, and the Ministry of Health and Social Welfare, for Vietnam by the Minis-

try of Health of Vietnam. Parent(s)/guardians of participants in this study were asked to

sign an informed consent document indicating that they understood both the purpose of

and procedures required for the study, and that they were willing to let their child partici-

pate in the study. This study is registered under the ClinicalTrials.gov identifier

NCT01087099.

Study design

Details of the design of both studies have been published presented elsewhere (study 1: [25];

study 2: [9,26]). Briefly, in both studies, at the baseline visit, school-aged children were asked

to provide a fresh stool sample, after which they were treated with a single oral dose of 400 mg

albendazole under supervision. The albendazole used in the different studies originated from

the same production batch (GlaxoSmithKline Batch No 335726 (study 1) and L298 (study 2))

and was provided by WHO. At a follow-up visit, fourteen to 21 days after drug administration,

a second stool sample was collected from all the children who had been found positive for any

STH at baseline. All collected stool samples were processed to determine the FECs (expressed

in EPG units) using microscopic methods and to estimate the DNA concentration of the dif-

ferent STH species (expressed as genome equivalents per ml of DNA extract (GE/ml)) applying

qPCR. In study 1, both baseline and follow-up samples were analyzed by Kato-Katz (duplicate
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Kato-Katz), Mini-FLOTAC, FECPAKG2 and qPCR. In study 2, baseline samples were analyzed

by single Kato-Katz and McMaster. Follow-up samples were only processed using a single

Kato-Katz only.

Diagnostic methods

Detailed standard operating procedures (SOPs) for the different diagnostic methods have been

published earlier [9,25]. Laboratory technicians were blinded to test results across the different

diagnostic methods. In addition, ~10% of the stool samples analyzed by the microscopic meth-

ods were re-evaluated by a senior laboratory technician, and discrepancies (defined as sug-

gested by Speich and co-workers [27]) were resolved. The details of the quality control

performed during study 1 will be reported in a follow-up manuscript. Here we briefly mention

the most important steps for each of the diagnostic methods.

For the single and duplicate Kato-Katz, slides were prepared and examined for the presence

of STH eggs within 30–60 min following preparation. The results of slide A of the duplicate

Kato-Katz (study 1) and the single Kato-Katz (study 2) represented the results of a single Kato-

Katz, and egg counts were multiplied by 24 to obtain the FECs. The sum of the egg counts

obtained after reading slide A and B (study 1) represented the results for duplicate Kato-Katz

and were multiplied by 12 to obtain the FEC in EPG units. The duplicate Kato-Katz slides A

and B were examined by two different laboratory technicians.

For Mini-FLOTAC, we homogenized two grams of fresh stool in 38 ml of flotation solu-

tion (saturated salt solution, density = 1.20) in the Fill-FLOTAC device [11]. After transfer-

ring the suspension into the two chambers of the Mini-FLOTAC, the device was placed on a

horizontal surface for 10 min after which the reading disk was translated. Finally, STH eggs

were quantified in both Mini-FLOTAC chambers, and multiplied by 10 to obtain FEC in

EPG units. For FECPAKG2, we applied the SOP as described by Ayana et al. (2018) [7].

Briefly, 2 g of stools were homogenized in tap water in a Fill-FLOTAC device [11], after

which the mixture was transferred into a FECPAKG2 sedimenter to allow STH eggs to sedi-

ment. The following day, the supernatant was poured off and saturated saline solution (spe-

cific density = 1.20) was added to the remaining slurry. The whole content of the sedimenter

was then poured into a FECPAKG2 filtration unit from which two separate aliquots were

taken and transferred into two wells of a FECPAKG2 cassette. Following an accumulation

step of at least 20 minutes, the cassettes were placed in the Micro-I device for image capture.

Subsequently, a technician identified and counted any STH eggs present in the images using

specialized software. The number of eggs was multiplied by 34 to calculate the FEC in EPG

units.

For qPCR, DNA was first extracted from an aliquot of 200 μl preserved stool suspension

(0.5 ml in 1 ml 96%ethanol) [19]. These DNA samples were then analyzed for the presence

and quantity of Ascaris spp, Trichuris spp, Necator americanus and Ancylostoma spp DNA

(expressed as GE/ml) at the Laboratory for Medical Microbiology and Immunology (Elisa-

beth-Tweesteden Hospital, Tilburg, The Netherlands) using two multiplex qPCR assays ([19];

https://www.starworms.org/tools/overview/starworms-documents). The reported qPCR

results for hookworms were calculated as the sum of GE/ml of the two hookworm species

(Necator americanus and Ancylostoma spp).

For the McMaster, two grams of stools were suspended in 30 ml of flotation solution (satu-

rated salt solution, density = 1.20). The fecal suspension was poured three times through a

wire mesh to remove large debris and then added to each of the two chambers of a McMaster

slide. In each chamber, a volume of 0.5 ml of fecal suspension was examined for the presence
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of STH eggs. The number of eggs counted was multiplied by 50 to obtain the FEC in EPG

units [9].

Statistical analysis

Analyses were carried out on all Ascaris, Trichuris and hookworm cases. In the absence of a

gold standard (method that has a sensitivity and specificity of 100%), we considered the com-

posite reference standard (CRS) [28] as a proxy for a gold standard for identifying STH-posi-

tive cases. For study 1, this CRS method classified a sample as positive for an STH species if

eggs or DNA were found by at least one of the diagnostic methods (FECPAKG2, duplicate

Kato-Katz, Mini-FLOTAC and qPCR), and as negative if no eggs or DNA were found by any

of the implemented methods. For this study, we considered test results of both baseline and

follow-up samples of the different subjects. This approach allowed to artificially widening of

the spectrum of possible FECs (high egg counts prior to drug administration and low egg

counts following drug administration). For study 2, this CRS method classified a sample as

infected with an STH species if eggs were found by at least one of the diagnostic methods (sin-

gle Kato-Katz and McMaster), and as negative if no eggs were found by either method. For

both datasets, a specificity of 100% was assumed for each method, as indicated by the morphol-

ogy of the eggs or by the species/genus-specific qPCR assays [25;27].

Subsequently, we calculated receiver operator characteristic (ROC) curves to determine the

method-specific threshold(s) that best distinguished M&HI infections from light intensity

infections as defined by a single Kato-Katz and WHO thresholds (reference method) for each

of the four diagnostic methods and the different STH species. For this the cutoff was deter-

mined by the point with maximal Youden’s index. For McMaster, Mini-FLOTAC and FEC-

PAKG2 the thresholds were expressed in EPG units, whereas for qPCR they were expressed in

GE/ml. The current WHO thresholds defining the intensity of infection when applying Kato-

Katz across the different STH species are summarized in Table 1. Note that in the case of a

false negative test result, we assumed light infection, and this for each of the different diagnos-

tic methods.

In a next step, we verified whether applying the method-specific thresholds improved the

agreement in classification of M&HI infections between the microscopic methods (Mini-FLO-

TAC, FECPAKG2 and McMaster) and the reference method (Kato-Katz and WHO thresh-

olds). For this, we calculated 2 unweighted Fleiss-Cohen kappa statistics (κ) for each

microscopic method and STH species separately: one for when the WHO thresholds were

applied and one for when the method-specific thresholds were applied. The κ indicates a slight

(0� κ<0.2), fair (0.2� κ<0.4), moderate (0.4� κ<0.6), substantial (0.6� κ<0.8) and an

almost perfect agreement (κ�0.8). Any significant difference in both κ-statistics were verified

by implementing a permutation test (5,000 iterations). We applied the Tukey method to

account for three pair-wise comparisons (= three STH species per microscopic method),

allowing to draw inferences on all STHs for each method.

In the absence of any WHO threshold for DNA-based methods, we assessed the agreement

between Kato-Katz (based on the WHO thresholds) and qPCR (based on the method-specific

thresholds) in classifying M&HI infections only. For this analysis, we calculated the κ
(unweighted Fleiss-Cohen kappa statistic) for each STH species.

All statistical analyses were performed in R [29]. To calculate the ROC-curves and identify

the optimal FEC or DNA concentration that maximized the correct classification both of low

and M&H intensity infections, we used the ‘roc’ function within the ‘pROC’ [30]. The 95% CI

around the probabilities of correct or false classifications were based on a bootstrap analysis

using the ‘ci.thresholds’ function of the ‘pROC’ package.
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Results

Study population

For study 1, complete data were available for 645 children across the three study sites (Ethio-

pia: 161 children; Lao PDR: 239 children; Tanzania (Pemba Island): 245 children). For study 2,

complete data were available for 663 children across the five study sites (Brazil: 139; Camer-

oon: 89; India: 54; Tanzania (Pemba Island): 180 and Vietnam: 171). Based on the presence of

STH-specific eggs or DNA, 863 stool samples tested positive for Ascaris (study 1: 540; study 2:

323), 1,243 samples for Trichuris (study 1: 889; study 2: 354) and 988 samples for hookworms

(study 1: 675; study 2: 313) across the two studies. The qPCR results showed that all individuals

from study 1 were infected with N. americanus, except for 8, where both N. americanus and

Ancylostoma spp. were detected (all from one school in Pemba Island (Tanzania)).

S1 and S2 Figs describe the number of children recruited at baseline and follow-up, and the

ultimate number of complete cases for the statistical data analysis for study 1 and 2, respec-

tively. The description of the demographical parameters (e.g., age and sex) of the different

cases is beyond the scope of the present study. For more details we refer the reader to [26], [9],

[24] and [19]. The complete datasets of study 1 and Study 2 are made available in S1 and S2

Data, respectively.

Infection intensity measured by four microscopic methods

Table 2 summarizes for each of the four microscopic methods the arithmetic mean of FECs

and the proportion of false negative test results, light and M&H intensity infections (based on

the WHO intensity thresholds). Compared to a single Kato-Katz (study 1: 10,000 EPG; study

2: 13,782 EPG), Mini-FLOTAC (6,404 EPG), FECPAKG2 (3,266 EPG) and McMaster (5,825

EPG) provided lower mean FECs for Ascaris. For Trichuris, both McMaster (592 vs. 766 EPG)

and FECPAKG2 (286 vs. 1,917 EPG) provided lower FECs compared to Kato-Katz, whereas for

the Mini-FLOTAC, the difference was negligible (1,838 vs. 1,917 EPG). For hookworms, all

methods provided lower FECs than Kato-Katz (Mini-FLOTAC: 366 vs. 833 EPG; McMaster:

400 vs. 745 EPG; FECPAKG2: 275 vs. 833 EPG). These differences in mean FECs were also

reflected in distinct differences in prevalence estimates for M&HI infections, microscopic

methods resulting in lower prevalence estimates for M&HI infections when they were generat-

ing lower mean FECs. As an extreme example, the proportion of M&HI infections in study 1

based on a single Kato-Katz was 34.8% for Ascaris, 37.8% for Trichuris and 9.8% for hook-

worms, whereas for FECPAKG2 these numbers were 14.3%, 7.9% and 2.4%, respectively. Both

Mini-FLOTAC and McMaster underestimated the proportion of M&HI infections for Ascaris
(Mini-FLOTAC: 29.3% vs. 34.8%; McMaster: 30.0% vs. 41.2%) and hookworms (Mini-FLO-

TAC: 3.0% vs. 9.8%; McMaster: 3.5% vs. 7.7%), but presented a comparable proportion of

M&HI Trichuris infections as obtained by Kato-Katz (Mini-FLOTAC: ~35%; McMaster:

~17%).

The degree of agreement in classifying M&HI infections between Kato-Katz and the other

microscopic methods based on WHO thresholds.

The probabilities for correctly classifying infection intensities based on WHO thresholds

compared to Kato-Katz and the corresponding agreement with reference method are summa-

rized for Mini-FLOTAC, FECPAKG2 and McMaster in Table 3. Based on the observed differ-

ences in mean FECs, it is not surprising that the three microscopic methods mainly failed to

correctly classify M&HI infections, and that only in a minority of the cases were low intensity

infections falsely classified as M&H. More than 14% of the M&HI infections were falsely classi-

fied as low, whereas fewer than 10% of the low intensity infections were misclassified. The

PLOS NEGLECTED TROPICAL DISEASES Classifying moderate-to-heavy intensity STH infections

PLOS Neglected Tropical Diseases | https://doi.org/10.1371/journal.pntd.0008296 July 2, 2020 7 / 20



proportion of correctly classified infection intensities was generally higher for Ascaris (63.2%–

80.3%) and Mini-FLOTAC (27.3%– 85.1%). The lowest values were observed for hookworms

(21.2%– 33.3%) and FECPAKG2 (19.6%– 39.4%). These observations were also reflected in the

κ-statistic. For Ascaris infections, there was a moderate to almost perfect agreement, whereas

for hookworms the agreement was moderate at best. For Mini-FLOTAC, the agreement was

almost perfect for Ascaris and Trichuris, but fair for hookworms. For FECPAKG2, the agree-

ment was moderate for Ascaris, but fair for the other STHs. For McMaster the agreement was

moderate across all STHs.

The degree of agreement in classifying M&HI infections between Kato-Katz and the other

diagnostic methods based on method-specific thresholds.

The different ROC-curves are presented in S3 Fig. Table 4 summarizes the method-specific

thresholds that maximize the percentage of correctly classified M&HI infections, while mini-

mizing the percentage of falsely classified light intensity infections. With the exception of the

McMaster for the quantification of Ascaris infections, for which the ROC-analysis provided

two potential thresholds, only one threshold was identified for each STH species and diagnos-

tic method. Overall, there was considerable variation in the proportion of correctly classified

M&HI infections and the proportion of falsely classified light intensity infections across STH

species and diagnostic methods. The proportion of M&HI infections was highest for Ascaris.
For this STH species, the proportion of samples with correctly classified infection intensities

Table 2. The intensity of soil-transmitted helminth infections measured by four microscopic methods. The intensity of infections is summarized by arithmetic means

of fecal egg counts (FECs; expressed as eggs per gram of stool (EPG)) and the proportion of light and moderate-to-high (M&H) intensity infections. For the classification

of the infection intensity, we applied World Health Organization (WHO) infection intensity thresholds (see Table 1).

Mean FEC (EPG) False negative test results (%) Infection of intensity based on WHO

thresholds (%)

Light M&H

Study 1

Ascaris (n = 540)

Single Kato-Katz 10,000 28.2 37.0 34.8

Mini-FLOTAC 6,404 36.6 34.1 29.3

FECPAKG2 3,266 41.2 44.6 14.3

Trichuris (n = 889)

Single Kato-Katz 1,917 11.9 50.3 37.8

Mini-FLOTAC 1,838 8.5 56.4 35.1

FECPAKG2 286 40.1 52.0 7.9

Hookworms (n = 675)

Single Kato-Katz 833 27.4 62.8 9.8

Mini-FLOTAC 366 26.0 71.0 3.0

FECPAKG2 275 47.5 50.1 2.4

Study 2

Ascaris (n = 323)

Single Kato-Katz 13,782 11.7 47.1 41.2

McMaster 5,825 25.4 44.6 30.0

Trichuris (n = 354)

Single Kato-Katz 766 17.8 66.4 15.8

McMaster 592 19.5 63.6 16.9

Hookworms (n = 313)

Single Kato-Katz 745 21.4 70.9 7.7

McMaster 400 28.0 68.4 3.5

https://doi.org/10.1371/journal.pntd.0008296.t002
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did not drop below 80%, ranging from 83.5% to 94.7%, whereas for Trichuris the proportion

ranged from 78.6% to 93.5%, and for hookworms it did not even reach 90% (78.8%– 87.9%).

The proportion of correctly classified M&HI infections was highest for Mini-FLOTAC across

all STH species. For this diagnostic method, the proportion of correctly classified M&HI infec-

tions did not drop below 85%. The lowest values for Ascaris, Trichuris and hookworm were

observed when applying qPCR (83.5%), FECPAKG2 (78.6%) and qPCR (78.8%), respectively.

The proportion of falsely classified light intensity infections was highest for Trichuris. For this

STH species, the proportion exceeded 20% in three out of the four diagnostic methods (FEC-

PAKG2, McMaster and qPCR), ranging from 9.4% to 25.0%, whereas for both Ascaris and

hookworms it exceeded 20% for one diagnostic method only (McMaster), ranging from 8.0%

to 21.2% and from 9.2 to 20.8%, respectively. Across diagnostic methods, the proportion of

falsely classified light intensity infections as M&H was lowest for Mini-FLOTAC across all

STH species (8–9.4%), and highest for McMaster (Ascaris: 21.1%; hookworm: 20.8%) and

qPCR (Trichuris: 25.0%). These observations were also reflected in the κ-statistic. For Mini-

FLOTAC, there was an almost perfect agreement for all STHs, except for hookworms. For this

STH, the agreement was moderate. For the other diagnostic methods, there was a substantial

agreement for Ascaris infections and a moderate agreement for Trichuris. For hookworms,

there was a moderate agreement for FECPAKG2 and qPCR, but a fair agreement for

McMaster.

Comparison between WHO and method-specific thresholds for the classification of M&HI

infections based on microscopic methods.

As illustrated by Figs 1–3 and by Tables 3 and 4, a higher percentage of M&HI infections

were correctly classified when applying the method-specific thresholds for Mini-FLOTAC,

Table 3. The probabilities to correctly classifying infections intensities based on WHO thresholds. The World Health Organization (WHO) thresholds for classifying

the intensity of infections into light, moderate and heavy are summarized in Table 1. The Kappa statistic reflects represents the degree of agreement in classifying M&HI

infections between the microscopic methods (Mini-FLOTAC, FECPAKG2 and McMaster) and the reference method (Kato-Katz and WHO thresholds). 95% CI: 95% con-

fidence interval; M&H: moderate-to-heavy.

Proportion (%) of M&HI infections correctly classified

as M&H (95% CI)

Proportion (%) of light intensity infections falsely

classified as M&H (95% CI)

Kappa statistic (95% CI)

tand and the interpretation

Ascaris
Mini-

FLOTAC

80.3 (74.6; 86.0) 2.0 (0.5; 3.5) 0.81 (0.76;

0.87)

Almost

perfect

FECPAKG2 39.4 (32.4; 46.4) 0.9 (0; 1.9) 0.45 (0.37;

0.52)

Moderate

McMaster 63.2 (55.0; 71.4) 6.8 (3.2; 10.4) 0.59 (0.50;

0.68)

Moderate

Trichuris
Mini-

FLOTAC

85.1 (81.3; 88.9) 4.7 (2.9; 6.5) 0.81 (0.78;

0.86)

Almost

perfect

FECPAKG2 19.6 (15.4; 23.8) 0.7 (0; 1.4) 0.22 (0.17;

0.27)

Fair

McMaster 57.1 (44.1; 70.1) 9.4 (6.1; 12.7) 0.46 (0.34;

0.59)

Moderate

Hookworm

Mini-

FLOTAC

27.3 (16.6; 38.0) 0.3 (0; 0.7) 0.39 (0.26;

0.52)

Fair

FECPAKG2 21.2 (11.3; 31.1) 0.3 (0; 0.7) 0.32 (0.19;

0.44)

Fair

McMaster 33.3 (14.4; 52.2) 1.0 (0; 2.1) 0.43 (0.22;

0.64)

Moderate

https://doi.org/10.1371/journal.pntd.0008296.t003
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FECPAKG2 and McMaster, respectively. Yet, there was also an increased number of incorrectly

classified low intensity infections. Overall, the method-specific thresholds significantly

improved the agreement with the reference method, but differences across both diagnostic

methods and STHs were observed. For FECPAKG2, a significantly improved agreement was

observed across all STHs (Ascaris: κ = 0.45 [moderate]! κ = 0.72 [substantial], p<0.01; Tri-
churis: κ = 0.22 [fair]! κ = 0.57 [moderate], p<0.001; hookworms: κ = 0.32 [fair]! κ = 0.49

[moderate], p = 0.04). For Mini-FLOTAC, a significantly improved agreement was only

observed for hookworms (κ = 0.39 [fair]! κ = 0.59 [moderate], p = 0.01), for the other STHs

the agreement remained unchanged (Ascaris: κ = 0.81 [almost perfect] vs. κ = 0.85 [almost per-

fect], p = 0.75; Trichuris: κ = 0.81 [almost perfect] vs. κ = 0.80 [almost perfect], p = 0.98). For

McMaster, the method-specific thresholds did not significantly improve the detection of

M&HI infections for any of the STHs. The κ-statistic changed from 0.59 (moderate) to 0.70

(substantial) for Ascaris (p = 0.40), and remained roughly unchanged for Trichuris (κ = 0.46

[moderate] vs. κ = 0.59 [moderate], p = 0.71). For hookworms, κ even dropped from 0.43

Table 4. Method-specific thresholds and the corresponding probabilities of classifying moderate-to-heavy and light intensity infections. The method-specific thresh-

olds were derived from receiver operating (ROC) curves for Mini-FLOTAC, FECPAKG2, McMaster and qPCR, separately. In these ROC analyses, the reference classifica-

tion of moderate-to-heavy intensity (M&HI) infections was based on the Kato-Katz and the World Health Organization infection intensity thresholds (Table 1). They

maximize the percentage of correctly classified M&HI infections while minimizing the percentage of light intensity infections falsely classified as M&H. The thresholds are

expressed as eggs per gram of stool (EPG) for Mini-FLOTAC, FECPAKG2 and McMaster, and as the number of genome equivalents per ml of DNA (GE/ml) for qPCR.

The Kappa reflects the degree of agreement in classifying M&HI infections based on the method-specific thresholds between the microscopic methods (Mini-FLOTAC,

FECPAKG2 and McMaster) and the reference method (Kato-Katz and WHO thresholds). 95% CI: 95% confidence interval; M&H: moderate-to-heavy.

Threshold (EPG or

GE/ml)

Proportion (%) of M&HI infections

correctly classified (95% CI)

Proportion (%) of light intensity infections

falsely classified as M&H (95% CI)

Kappa (95%

CI)

Ascaris
Mini-FLOTAC �2,980 94.7 (91.5; 97.9) 8.0 (5.1; 10.8) 0.85 (0.80;

0.89)

Almost

perfect

FECPAKG2 �289 91.0 (86.7; 94.7) 15.9 (12.2; 19.6) 0.72 (0.66;

0.78)

Substantial

McMaster �1,775 90.2 (85.0; 94.7) 21.1 (15.8; 26.8) 0.67 (0.59;

0.75)

Substantial

�2,500 85.0 (78.2; 90.2) 15.8 (11.1; 21.1) 0.68 (0.60;

0.76)

Substantial

qPCR �7,332 83.5 (78.2; 88.3) 12.2 (8.8; 15.6) 0.70 (0.64;

0.77)

Substantial

Trichuris
Mini-FLOTAC �715 93.5 (90.8; 95.8) 9.4 (7.1; 11.9) 0.83 (0.79;

0.86)

Almost

perfect

FECPAKG2 �85 78.6 (74.1; 82.7) 20.4 (17.0; 23.7) 0.57 (0.51;

0.62)

Moderate

McMaster �425 82.1 (71.4; 91.1) 24.2 (19.1; 29.2) 0.40 (0.30;

0.50)

Moderate

qPCR �872 87.2 (83.3; 90.8) 25.0 (21.5; 28.8) 0.59 (0.54;

0.64)

Moderate

Hookworms

Mini-FLOTAC �510 87.9 (78.8; 95.5) 9.2 (7.1; 11.5) 0.59 (0.51;

0.68)

Moderate

FECPAKG2 �221 87.9 (78.8; 95.5) 13.6 (11.0; 16.3) 0.49 (0.41;

0.58)

Moderate

McMaster �375 79.2 (62.5; 91.7) 20.8 (16.3; 25.6) 0.28 (0.17;

0.40)

Fair

qPCR �111,518 78.8 (68.2; 87.9) 11.5 (8.9; 14.0) 0.49 (0.40;

0.58)

Moderate

https://doi.org/10.1371/journal.pntd.0008296.t004
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(moderate) to 0.28 (fair), though not significantly (p = 0.16). The degree of agreement in classi-

fying infection intensities for qPCR when applying WHO and method-specific thresholds is

illustrated in Fig 4.

Discussion

The prevalence of M&HI infections is a key indicator for measuring the success of large-scale

deworming programs for STHs [3]. Although newly introduced microscopy (FECPAKG2,

McMaster and Mini-FLOTAC) and DNA-based (qPCR) methods have important advantages,

it remains unclear whether applying current WHO thresholds to these methods allows for a

reliable classification of M&HI infections. In the present study, we applied the current WHO

Fig 1. Agreement in classifying infection intensities for Mini-FLOTAC when applying WHO and method-specific thresholds. The scatter plots

represent the degree of agreement between Mini-FLOTAC and a single Kato-Katz (1x KK; reference method) in classifying infection intensity based on

World Health Organization (WHO; Table 1) or the method-specific thresholds (Table 4) for Ascaris, Trichuris and hookworms. The full black dots

indicate that intensity of infection was correctly classified as light (bottom left quadrant) and moderate-to-heavy (M&H; top right quadrant). The red

dots indicate that intensity of infection was falsely classified as light (bottom right quadrant) and M&H (top left quadrant). The full lines represent the

thresholds, the dashed lined represents the line of equality.

https://doi.org/10.1371/journal.pntd.0008296.g001
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thresholds for classifying FECs into light or M&H intensity infections for each of the three

microscopic methods. We then verified whether method-specific thresholds determined in

this study improved the classification of M&HI infections compared to when WHO thresholds

were applied. For qPCR, we determined the corresponding qPCR-specific thresholds that

maximize the degree of agreement in classifying infection intensity with values derived by the

Kato-Katz method. To our knowledge, this is the first study to explore method-specific thresh-

olds for Mini-FLOTAC, FECPAKG2, McMaster and qPCR in a large study population (1,300

infected subjects) from seven STH endemic countries where large-scale deworming programs

are ongoing (Brazil, Cameroon, Ethiopia, India, Lao PDR, Tanzania and Vietnam).

Fig 2. Agreement in classifying infection intensities for FECPAKG2 when applying WHO and method-specific thresholds. The scatter plots

represent the degree of agreement between FECPAKG2 and a single Kato-Katz (1x KK; reference method) in classifying infection intensity based on

World Health Organization (WHO; Table 1) or the method-specific thresholds (Table 4) for Ascaris, Trichuris and hookworms. The full black dots

indicate that intensity of infection was correctly classified as light (bottom left quadrant) and moderate-to-heavy (M&H; top right quadrant). The red

dots indicate that intensity of infection was falsely classified as light (bottom right quadrant) and M&H (top left quadrant). The full lines represent the

thresholds, the dashed line represents the line of equality.

https://doi.org/10.1371/journal.pntd.0008296.g002
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Elimination of STH as a public health problem may be falsely declared

when applying the WHO thresholds to FECs obtained through microscopic

methods other than Kato-Katz

Overall, our results demonstrate that applying WHO thresholds on FECs obtained using

Mini-FLOTAC, FECPAKG2 and McMaster mainly misclassified M&HI as low intensity, and

to a lesser extent low intensity infection as M&H, which in turn resulted in an underestimation

of the prevalence of M&HI infections (see Table 2). Our data showed also that the probability

of correctly classifying M&HI when compared to Kato-Katz varied across the different diag-

nostic methods and STH species (Table 2), the probability of misclassification being most pro-

nounced for FECPAKG2 and hookworms. These variations across diagnostic methods and

Fig 3. Agreement in classifying infection intensities for McMaster when applying WHO and method-specific thresholds. The scatter plots

represent the degree of agreement between McMaster and a single Kato-Katz (1x KK; reference method) in classifying infection intensity based on

either World Health Organization (WHO; Table 1) and method-specific thresholds (Table 4) for Ascaris, Trichuris and hookworms. The full black dots

indicate that intensity of infection was correctly classified as light (bottom left quadrant) and moderate-to-heavy (M&H; top right quadrant). The red

dots indicate that intensity of infection was falsely classified as light (bottom right quadrant) and M&H (top left quadrant). The full lines represent the

thresholds, the dashed line represents the line of equality.

https://doi.org/10.1371/journal.pntd.0008296.g003
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STHs are the result of variation in the method-specific FECs (Table 1). Although it is beyond

the scope of the present paper to explain these variations in FECs (for a more detailed discus-

sion on this topic we refer to the work of Cools and colleagues [19], our findings emphasize

that applying WHO thresholds on microscopic methods other than Kato-Katz is highly likely

Fig 4. Agreement in classifying infection intensities between Kato-Katz and qPCR. The scatter plots represent the

de degree agreement between qPCR and a single Kato-Katz (1x KK; reference method) in classifying infection intensity

cases based World Health Organization (WHO; Table 1) and method-specific thresholds (Table 4) for Ascaris,
Trichuris and hookworms. The full black dots indicate that intensity of infection was correctly classified as light

(bottom left quadrant) and moderate-to-heavy (M&H; top right quadrant). The red dots indicate that intensity of

infection was falsely classified as light (bottom right quadrant) and M&H (top left quadrant). The full lines represent

the thresholds, the dashed line represents the line of equality.

https://doi.org/10.1371/journal.pntd.0008296.g004
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to lead to incorrect conclusions about the elimination of soil-transmitted helminthiasis as a

public health problem. It is therefore of utmost importance that M&HI infection prevalence

estimates based on methods other than Kato-Katz are interpreted with caution.

Towards method-specific thresholds for all STH species

Although our results strongly indicate that method-specific thresholds should be applied

rather than the current WHO thresholds, some relevant aspects need to be carefully consid-

ered. First it is important to state that these method-specific thresholds have not yet been fully

validated. In the present study, we merely made initial estimates for these thresholds across dif-

ferent data sets. A thorough validation would require an examination of the suitability of these

method-specific thresholds across different datasets where Kato-Katz is used as comparator

(e.g., data sets reviewed by Nikolay et al., 2014 [8]; [17]). For this, it will be important to also

consider the probability of correctly classifying light and M&HI infections. This is because, the

method-specific thresholds do not allow for a perfect classification of the infection intensities

(see Table 4), and hence uncorrected prevalence estimates of M&HI infections will be biased

(see S1 Table). This phenomenon of biased estimates in prevalence of M&HI infections is very

much comparable to estimating true prevalence with an imperfect diagnostic method test. For-

mulae exist for estimating both the true prevalence and corresponding 95% CI when sensitivity

(probability of correctly classifying M&HI infections) and specificity (probability of correctly

classifying low intensity infections) of the test are known [31]. In S1 Table we applied these

formulae, indicating that the uncorrected prevalence estimates are indeed biased (particularly

for hookworms), but as expected, are virtually identical to those of a single Kato-Katz when we

account for imperfect thresholds. Second, the number of M&HI hookworms infections was

low (<100 cases) across all diagnostic methods (study 1: 66 out of 675; study 2: 24 out of 313).

For Trichuris, the numbers were also low for McMaster (study 2: 56 out of 354), and hence

more data are required to calculate and recommend robust method-specific thresholds for

hookworm infections and the McMaster method. Third, FECPAKG2, McMaster and Mini-

FLOTAC concentrate eggs by using suspended stools in a solution with a higher density than

that of the STH eggs (hence eggs should float to the surface of the chambers/wells). In the pres-

ent study, saturated salt solution was used across all methods, but it has been shown that other

flotation solutions (e.g zinc sulphate) with a different density will result in different FECs

[15,32]. As a consequence of these differences in FECs across flotation solutions, the method-

specific thresholds derived in the current study can only be applied when saturated salt solu-

tion is used. Finally, in the present study Necator was the most prevalent hookworm species.

However, there is a distinct difference in fecundity (resulting in a difference in DNA concen-

tration) between different hookworm species [33], and hence the current qPCR thresholds

may not be applicable for Ancylostoma spp.

Need for a consensus on how to report qPCR data

Although there have been a number of attempts to determine qPCR-specific thresholds for

classifying the intensity of infections, these were not based on clinical samples (seeding experi-

ments), not linked to Kato-Katz results [22] or were based on Ct-values [34], and hence it is

difficult to compare the proposed thresholds with those identified in the present study. Overall,

the agreement in classifying light and M&H intensity infections was moderate for hookworms

and Trichuris, and extremely good for Ascaris. A key obstacle that impedes further validation

of these thresholds, and ultimately recommending them, is the absence of a universal unit to

express qPCR data. In the present study, we expressed the outcome of qPCR as GE/ml. In con-

trast to other units, this allows for both an absolute quantification of DNA present in the
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sample (vs. Ct-values), is not affected by both the copy number of the target gene (e.g., single

copy vs. multi-copy target genes) and allows for comparisons between laboratories (which is

not possible when using Ct-values). For a more detailed review on the need for a universal unit

and the argumentation for GE/ml as a universal unit, we refer the reader to [35] and Cools

et al. (under review), respectively.

Diagnostic methods need to be evaluated for the assessment of M&HI

infections

In a broader context, the present study also underscores the need to align the evaluation of

diagnostic methods with current STH program goals. Too often, newly introduced methods

are evaluated based on their clinical sensitivity only, while this parameter is probably less

important for the assessment of M&HI infections. For example, FECPAKG2 has a high clinical

sensitivity (>90%) for the detection of M&HI infections for all three STHs [19] but fails to

accurately classify infection intensities when applying the WHO thresholds. Moreover, it will

be important to define objectively minimal and ideal (optimistic) criteria that a diagnostic

method should meet (referred to as target product profiles (TPPs)). Although a group of key

STH diagnostic experts recently published a framework in which they defined TPPs across dif-

ferent phases of a STH control program, criteria on classifying intensity of infection were miss-

ing [36].

In conclusion, our results indicate that method-specific thresholds improved the classifica-

tion of M&HI infections, but we stress that validation studies are required before they can be

recommended for general use in assessing M&HI infections in programmatic settings. The

study also highlights the need (i) to agree on an absolute universal unit for qPCR, (ii) to align

the evaluation of diagnostic methods with current STH program goals, and (iii) to define mini-

mal and ideal (optimistic) criteria that diagnostic methods should meet in order to assess

M&HI infections reliably.
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Tchuenté, Dang Thi Cam Thach, Eurion Thomas, Ahmed Zeynudin, Jaco J. Verweij, Jozef

Vercruysse.

References
1. GBD 2015. Disease and Injury Incidence and Prevalence Collaborators. (2016) Global, regional, and

national incidence, prevalence, and years lived with disability for 310 diseases and injuries, 1990–2015:

a systematic analysis for the Global Burden of Disease Study 2015. Lancet. 2016; 388:1545–602.

https://doi.org/10.1016/S0140-6736(16)31678-6 PMID: 27733282

2. GBD 2017 DALYs and HALE Collaborators. Global, regional, and national disability-adjusted life-years

(DALYs) for 359 diseases and injuries and healthy life expectancy (HALE) for 195 countries and territo-

ries, 1990–2017: a systematic analysis for the Global Burden of Disease Study 2017. Lancet. 2018;

392:1859–922. https://doi.org/10.1016/S0140-6736(18)32335-3 PMID: 30415748

3. World Health Organization. Soil-transmitted helminthiasis—eliminating soil-transmitted helminthiases

as a public health problem in children. Soil-transmittted helminthiases progress report 2001–2010 and

strategic plan 2011–2020; World Health Organization, Geneva, 2012

4. World Health Organization. Preventive chemotherapy to control soil-transmitted helminth infections in

at-risk population groups; World Health Organization, Geneva, 2017

5. World Health Organization. Prevention and control of intestinal parasitic infections. WHO Technical

Report; World Health Organization, Geneva, 1987

6. World Health Organization. Guidelines for the evaluation of soil-transmitted helminthiasis and schisto-

somiasis at community level. A guide for control programme managers; World Health Organization,

Geneva, 1998

7. Ayana M, Vlaminck J, Cools P, Ame S, Albonico M, Dana D, et al. Modification and optimization of the

FECPAKG2 protocol for the detection and quantification of soil-transmitted helminth eggs in human

stool. PLoS Negl Trop Dis. 2018; 12:e0006655. https://doi.org/10.1371/journal.pntd.0006655 PMID:

30321180

8. Moser W, Barenbold O, Mirams GJ, Cools P, Vlaminck J, Ali SM, et al. Diagnostic comparison between

FECPAKG2 and the Kato-Katz method for analyzing soil-transmitted helminth eggs in stool. PLoS Negl

Trop Dis. 2018; 12:e0006562. https://doi.org/10.1371/journal.pntd.0006562 PMID: 29864132

9. Levecke B, Behnke JM, Ajjampur SS, Albonico M, Ame SM, Charlier J, et al. A comparison of the sensi-

tivity and fecal egg counts of the McMaster egg counting and Kato-Katz thick smear methods for soil-

transmitted helminths. PLoS Negl Trop Dis. 2011; 5:e1201. https://doi.org/10.1371/journal.pntd.

0001201 PMID: 21695104

10. Cringoli G, Rinaldi L, Maurelli MP, Utzinger J. FLOTAC: new multivalent techniques for qualitative and

quantitative copromicroscopic diagnosis of parasites in animals and humans. Nat Protoc. 2010; 5:503–

515. https://doi.org/10.1038/nprot.2009.235 PMID: 20203667

PLOS NEGLECTED TROPICAL DISEASES Classifying moderate-to-heavy intensity STH infections

PLOS Neglected Tropical Diseases | https://doi.org/10.1371/journal.pntd.0008296 July 2, 2020 18 / 20



11. Cringoli G, Maurelli MP, Levecke B, Bosco A, Vercruysse J, Utzinger J, et al. The Mini-FLOTAC tech-

nique for the diagnosis of helminth and protozoan infections in humans and animals. Nat Protoc. 2017;

12:1723–1732. https://doi.org/10.1038/nprot.2017.067 PMID: 28771238

12. Verweij JJ, Stensvold CR. Molecular testing for clinical diagnosis and epidemiological investigations of

intestinal parasitic infections. Clin Microbiol Rev. 2014; 27:371–418. https://doi.org/10.1128/CMR.

00122-13 PMID: 24696439

13. O’Connell EM, Nutman TB. Molecular Diagnostics for soil-transmitted helminths. Am J Trop Med Hyg.

2016; 95:508–13. https://doi.org/10.4269/ajtmh.16-0266 PMID: 27481053

14. Levecke B, De Wilde N, Vandenhoute E, Vercruysse J. Field validity and feasibility of four techniques

for the detection of Trichuris in simians: a model for monitoring drug efficacy in public health? PLoS

Negl Trop Dis. 2009; 3:e366. https://doi.org/10.1371/journal.pntd.0000366 PMID: 19172171

15. Barda B, Cajal P, Villagran E, Cimino R, Juarez M, Krolewiecki A, et al. Mini-FLOTAC, Kato-Katz and

McMaster: three methods, one goal; highlights from north Argentina. Parasit Vectors. 2014; 7:271.

https://doi.org/10.1186/1756-3305-7-271 PMID: 24929554

16. Ayana M, Vlaminck J, Cools P, Ame S, Albonico M, Dana D, et al. Modification and optimization of the

FECPAKG2 protocol for the detection and quantification of soil-transmitted helminth eggs in human

stool. PLoS Negl Trop Dis. 2018; 12:e0006655. https://doi.org/10.1371/journal.pntd.0006655 PMID:

30321180

17. Nikolay B, Brooker SJ, Pullan RL. Sensitivity of diagnostic tests for human soil-transmitted helminth

infections: a meta-analysis in the absence of a true gold standard. Int J Parasitol. 2014; 44:765–74.

https://doi.org/10.1016/j.ijpara.2014.05.009 PMID: 24992655

18. Easton AV, Oliveira RG, O’Connell EM, Kepha S, Mwandawiro CS, Njenga SM, et al. Multi-parallel

qPCR provides increased sensitivity and diagnostic breadth for gastrointestinal parasites of humans:

field-based inferences on the impact of mass deworming. Parasit Vectors. 2016; 9:38. https://doi.org/

10.1186/s13071-016-1314-y PMID: 26813411

19. Cools P, Vlaminck J, Albonico M, Ame S, Ayana M, Cringoli G, et al. Diagnostic performance of qPCR,

Kato-Katz thick smear, Mini-FLOTAC and FECPAKG2 for the detection and quantification of soil-trans-

mitted helminths in three endemic countries. PLoS Negl Trop Dis. 2019; 13:e0007446. https://doi.org/

10.1371/journal.pntd.0007446 PMID: 31369558

20. Hoekendijk DJ, Hill PC, Sowerby SJ. Rationale for quality assurance in fecal egg monitoring of soil-

transmitted helminthiasis. Am J Trop Med Hyg. 2016; 95:502–504. https://doi.org/10.4269/ajtmh.15-

0463 PMID: 27352875

21. Verweij JJ, Brienen EA, Ziem J, Yelifari L, Polderman AM, Van Lieshout L. Simultaneous detection and

quantification of Ancylostoma duodenale, Necator americanus, and Oesophagostomum bifurcum in

fecal samples using multiplex real-time PCR. Am J Trop Med Hyg. 2007; 77:685–690. PMID:

17978072

22. Llewellyn S, Inpankaew T, Nery SV, Gray DJ, Verweij JJ, Clements AC, et al. Application of a multiplex

quantitative PCR to assess prevalence and intensity of intestinal parasite infections in a controlled clini-

cal trial. PLoS Negl Trop Dis. 2016; 10:e0004380. https://doi.org/10.1371/journal.pntd.0004380 PMID:

26820626

23. Papaiakovou M, Pilotte N, Grant JR, Traub RJ, Llewellyn S, McCarthy JS, et al. A novel, species-spe-

cific, real-time PCR assay for the detection of the emerging zoonotic parasite Ancylostoma ceylanicum

in human stool. PLoS Negl Trop Dis. 2017; 11:e0005734. https://doi.org/10.1371/journal.pntd.0005734

PMID: 28692668

24. Vlaminck J, Cools C, Albonico M, Ame S, Ayana A et al. Therapeutic efficacy of albendazole against

soil-transmitted helminthiasis in children measured by five diagnostic methods. PLoS Negl Trop Dis.

2019; 13:e0007471. https://doi.org/10.1371/journal.pntd.0007471 PMID: 31369562

25. Vlaminck J, Cools P, Albonico M, Ame S, Ayana M, Bethony J, et al. Comprehensive evaluation of

stool-based diagnostic methods and benzimidazole resistance markers to assess drug efficacy and

detect the emergence of anthelmintic resistance: A Starworms study protocol. PLoS Negl Trop Dis.

2018; 12:e0006912. https://doi.org/10.1371/journal.pntd.0006912 PMID: 30388108

26. Vercruysse J, Behnke JM, Albonico M, Ame SM, Angebault C, Bethony JM, et al. Assessment of the

anthelmintic efficacy of albendazole in school children in seven countries where soil-transmitted hel-

minths are endemic. PLoS Negl Trop Dis. 2011; 5:e948. https://doi.org/10.1371/journal.pntd.0000948

PMID: 21468309

27. Speich B, Ali SM, Ame SM, Albonico M, Utzinger J, Keiser J. Quality control in the diagnosis of Trichuris

trichiura and Ascaris lumbricoides using the Kato-Katz technique: experience from three randomised

controlled trials. Parasit Vectors. 2015; 8:82. https://doi.org/10.1186/s13071-015-0702-z PMID:

25652120

PLOS NEGLECTED TROPICAL DISEASES Classifying moderate-to-heavy intensity STH infections

PLOS Neglected Tropical Diseases | https://doi.org/10.1371/journal.pntd.0008296 July 2, 2020 19 / 20



28. Alonzo TA P M. Using a combination of reference tests to assess the accuracy of a new diagnostic test.

Stat Med. 1999; 18:297–3003.

29. R Core Team (2019). R: A language and environment for statistical computing. R Foundation for Statis-

tical Computing, Vienna, Austria. http://www.R-project.org/. [cited 2020 February 14]

30. Robin X, Turck N, Hainard A, Tiberti N, Lisacek F, Sanchez JC et al. pROC: an open-source package

for R and S+ to analyze and compare ROC curves. BMC Bioinformatics 2011; 12:77. https://doi.org/10.

1186/1471-2105-12-77 PMID: 21414208

31. Diggle PJ. Estimating prevalence using an imperfect test. Epidemiol Res Int. 2011; 608719.

32. Barda B, Zepherine H, Rinaldi L, Cringoli G, Burioni R, et al. Mini-FLOTAC and Kato-Katz: helminth

eggs watching on the shore of Lake Victoria. Parasit Vectors. 2013; 6:220. https://doi.org/10.1186/

1756-3305-6-220 PMID: 23902918

33. Bethony J, Brooker S, Albonico M, Geiger SM, Loukas A et al. Soil-transmitted helminth infections:

ascariasis, trichuriasis, and hookworm. Lancet. 2006; 367:1521–32. https://doi.org/10.1016/S0140-

6736(06)68653-4 PMID: 16679166

34. Kaisar MMM, Brienen EAT, Djuardi Y, Sartono E, Yazdanbakhsh M, Verweij JJ, et al. Improved diagno-

sis of Trichuris trichiura by using a bead-beating procedure on ethanol preserved stool samples prior to

DNA isolation and the performance of multiplex real-time PCR for intestinal parasites. Parasitology.

2017; 144:965–74. https://doi.org/10.1017/S0031182017000129 PMID: 28290266

35. Papaiakovou M, Gasser RB, Littlewood DTJ. Quantitative PCR-Based Diagnosis of Soil-Transmitted

Helminth Infections: Faecal or Fickle? Trends Parasitol. 2019; 35: 491–500. https://doi.org/10.1016/j.

pt.2019.04.006 PMID: 31126720

36. Lim MD, Brooker SJ, Belizario VY Jr., Gay-Andrieu F, Gilleard J, Levecke B, et al. Diagnostic tools for

soil-transmitted helminths control and elimination programs: A pathway for diagnostic product develop-

ment. PLoS Negl Trop Dis. 2018; 12:e0006213. https://doi.org/10.1371/journal.pntd.0006213 PMID:

29494581

PLOS NEGLECTED TROPICAL DISEASES Classifying moderate-to-heavy intensity STH infections

PLOS Neglected Tropical Diseases | https://doi.org/10.1371/journal.pntd.0008296 July 2, 2020 20 / 20


