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Analysis ID:  SMan124

miRNA family: mir-1195 MFE: -33.3 kcal/mol

Location: Smp_contig039395 2312:2391 Length: 80nt
Sequence: GGCAGAUCUCUGUGAGUUCGAGGCCAGCCUGGUCUACAAGAGCUAGUUCCAGGACAGCCUCAAAAGCCACAGAGAAACCCU

Analysis ID:  SMan30
 

miRNA family: mir-281 MFE: -28.40 kcal/mol

Location: Smp_contig001425 7684:7761 Length: 78nt

Sequence: AGAGAGCACUUUUAUGACGGAAAUAAUGAAAAUCUUCGAAUUUUAUUGAAGUUCCAUAAUGUCAUGGAGUUGCUCUCU

Analysis ID:  SMan119

miRNA family: miR-1186 MFE: -27.6 kcal/mol

Location: Smp_contig037864 814:892 Length: 79nt
Sequence: AUCCUGUCUCAAAAAAUAAAGAGUGAUACCCGGGCAUUGGUGGCGCACGCCUUUAAUUCCAGCACUCUGGAGGCAGAGGU



Analysis ID:  SMan65

miRNA family: mir-7b MFE: -25.9 kcal/mol

Location: Smp_contig012023 10520:10605 Length: 86nt
Sequence: ACUUGGAAGACUUGUGAUUUAGUUGUUUAAUAUUAAGUGAUAUAAACUUGUUAAAUAUAAUGAACAACAAUCACAAAUCUCCAUGUG

Analysis ID:  SMan36

miRNA family: miR-124a MFE: -25.1 kcal/mol

Location: Smp_contig002669 3464:3540 Length: 77nt
Sequence: UGCCAUUUUCCGCGAUUGCCUUGAUGAGUUAUAAAUAUUAUUCAUAACAAAAAUAUUAAGGCACGCGGUGAAUGUCA

Analysis ID:  SMan125

miRNA family: mir-1195 MFE: -24.7 kcal/mol

Location: Smp_contig039422 1336:1405 Length: 70nt
Sequence: UCUCUGUGAGUUCGAGGCCAGCCUGGUCUACAGAGCCAGUUCCAGGACAGUCUCCAAAACAAUACAGAGG



Analysis ID:  SMan64

miRNA family: mir-4 MFE: -19.82 kcal/mol

Location: Smp_contig011924 11379:11446 Length: 68nt
Sequence: GAGUCCCAUACUAAGACGGCCGUCCAGUGCUAUCAGGUUUCCAAUGGUUGUCUAGCUUUAAUCGACUC

Analysis ID:  SMan48

miRNA family: miR-467g MFE: -19.7 kcal/mol

Location: Smp_contig007912 5208:5290 Length: ~83nt

Sequence: UAAGCUAGUCAUAUAUAUGUGUGUGUAUGUAUAUUCUCAAUGGGUGUAAAAUACUACAAAUAAUCACAUACUUGAAAGGCUUG

Analysis ID:  SMan60

miRNA family: mir-212 MFE: -16.3 kcal/mol

Location: Smp_contig010989 53588:53660 Length: 73nt
Sequence: GCUGUAUGACAUAUGAGUAGGUAGUGAAAUAAAUAUCUGUACUCAUAGGUAACAGUCUACAGUCAUGGAUAU



Analysis ID:  SMan133

miRNA family: mir-466h MFE: -19.4 kcal/mol

Location: Smp_contig048730 2724:2781 Length: 58nt
Sequence: GUGUGUGUGCAUGUGCUUGUGUAUGCAGUGGGUUUGCAUAGGUCUAAUGUCAACAUAC

Analysis ID:  SMan92

miRNA family: mir-1134 MFE: -18.9 kcal/mol

Location: Smp_contig020473 1653:1711 Length: 59nt
Sequence: UCUUGUUCUUCUUUUUCGGGUUAUUGAAUACCACAACAACAACAAGAAGAAGAAGAAGA

Analysis ID:  SMan108

miRNA family: miR-1030i MFE: -18.8 kcal/mol

Location: Smp_contig026538 28587:28653 Length: 67nt
Sequence: CUGGAUGUACCUGCAUCUGCACCUGCACCUGCAGCUUACAAUGCUUGUGAAAUAAGGCUAUAUCGAG



Analysis ID:  SMan82

miRNA family: mir-669f MFE: -17.7 kcal/mol

Location: Smp_contig017207 6809:6879 Length: 71nt
Sequence: GUAGGUGUGUGUGUGUAUGUAUAUGUGUAUCUAUAUAAUUACCAUUCGCUUACAAUCUUUAUACCACUUAC

Analysis ID:  SMan42
 

miRNA family: miR-467g MFE: -17.4 kcal/mol

Location: Smp_contig006055 2557:2641 Length: 59nt
Sequence: GUAUAUAUGUGUGUGUAUGUAAGAGAUAGUUGUUAUCGUGAUUAACACUACGUAUGUAC

Analysis ID:  SMan75

miRNA family: miR-669d MFE: -16.6 kcal/mol

Location: Smp_contig014976 10076:10137 Length: 62nt
Sequence: GUGUACGUGUGUGUGCAUGUAUAUGUGUUAUUUUAUUCAUUUAUAUGUGGACAUCGUUUUAC
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AUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGA 

C 

 

..........(((((((((...(((.((......)).))).)))))))))........... 

AUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGA 

D 

 

.....((((((((((((((...(((.((......)).))).))))))))))))))...... 

AUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGA 

E 

 

.............((((((((((((...(((.((......)).)))...)))))))))))) 

AUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGA 

F 

 

........(((((((((((((((...(((.((......)).)))...))))))))))))))))))). 

AUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUC 

G 

 

...((((...(((.((......)).))).))))....((((.(((((....))))).)))) 

AUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGA 

AUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGAUCGA 



≤

’

’



“ ”

’


