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Abstract: HTLV-1-associated myelopathy/tropical spastic paraparesis (HAM/TSP) is a neurode-
generative disease that leads to motor impairment due to a chronic inflammatory process in the
central nervous system (CNS). However, the HAM/TSP pathogenesis is not completely clear, and
biomarkers to define the disease prognosis are still necessary. Thus, we aimed to identify biomarkers
for HAM/TSP and potential mechanisms involved in disease development. To that end, the con-
centrations of VILIP-1, BDNF, VEGF, β-NGF, TGF-β1, fractalkine/CX3CL1, IL-6, IL-18, and TNF-α,
and the soluble forms of TREM-1, TREM-2, and RAGE, were assessed using a multiplex bead-based
immunoassay in paired cerebrospinal fluid (CSF) and serum samples from HAM/TSP patients
(n = 20), asymptomatic HTLV-1 carriers (AC) (n = 13), and HTLV-1-seronegative individuals (n = 9),
with the results analyzed according to the speed of HAM/TSP progression. HAM/TSP patients had
elevated fractalkine in the serum but not in the CSF, particularly those with low neuroinflammatory
activity (CSF/serum ratio of neopterin <1 and of CXCL10 < 2). HAM/TSP patients with normal
CSF levels of neurofilament light chain (NfL) showed elevated β-NGF in serum, and serum BDNF
levels were increased in HTLV-1-infected individuals, particularly in HTLV-1 AC. Both HTLV-1
AC and HAM/TSP patients had lower TGF-β1 levels in CSF compared to uninfected individuals,
and HAM/TSP patients with active CNS inflammation showed higher CSF levels of IL-18, which
correlated with markers of inflammation, neuronal death, and blood–brain-barrier permeability.
Although none of the factors evaluated were associated with the speed of HAM/TSP progression,
reduced TGF-β1 levels in CSF suggest that suppressive responses to control subclinical and/or
active neurodegeneration are impaired, while increased CSF IL-18 indicates the involvement of
inflammasome-mediated mechanisms in HAM/TSP development.

Keywords: HTLV-1; HAM/TSP; biomarkers; cerebrospinal fluid; neurodegeneration; inflammasome; IL-18

1. Introduction

The human T-lymphotropic virus 1 (HTLV-1) was the first human retrovirus described,
in 1980 [1]. Currently, epidemiological studies indicate that HTLV-1 infection is endemic
in Japan, the Caribbean, West and East Africa, Australia, the Middle East, and South
America, particularly in Brazil, and it is estimated that from 5 to 10 million people are
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living with HTLV-1 worldwide [2]. HTLV-1 infection is associated with two major diseases:
a malignancy of mature CD4+ T-cells named adult T-cell leukemia/lymphoma (ATLL), and
HTLV-1-associated myelopathy/tropical spastic paraparesis (HAM/TSP), with 1–5% of
infected individuals developing related diseases [3].

HAM/TSP is an inflammatory disorder affecting the central nervous system (CNS),
in which demyelination and neuronal death are observed, leading to a progressive loss of
motor function [4]. This neurodegenerative disease mainly affects the thoracic segment of
the spinal cord, and most patients present with weakness in the lower limbs and consecutive
falls as initial symptoms [3,5,6]. The disease can be also associated with lumbar pain,
urinary disturbance, bowel constipation, erectile dysfunction, paresthesia, and neuropathic
pain [3,4,7]. However, the mechanisms associated with the HAM/TSP pathogenesis are
still not fully understood.

The most accepted hypothesis for HAM/TSP development is that neuronal damage
results from CNS inflammation triggered by cytokines secreted by the infiltrate of infected
CD4+ T-cells, particularly interferon-γ (IFN-γ) and tumor necrosis factor α (TNF-α) [3–5].
HTLV-1 infection modulates the function of CD4+ T-cells, which show an increased capacity
for cytokine release, proliferation, and tissue migration [7–9]. In addition to elevated IFN-γ
and TNF-α, the cerebrospinal fluid (CSF) of HAM/TSP patients shows elevated interleukin
(IL)-1β, IL-2, IL-6, and granulocyte/macrophage-colony stimulating (GM-CSF) levels [8].
Histopathological analysis also showed that cellular infiltrates in active lesions in the spinal
cord are mostly constituted of CD4+ T-cells and macrophages, and viral expression is also
present, as shown by the detection of mRNAs coding for HTLV-1 Tax protein. In contrast,
at later stages of the disease, lesions are characterized by infiltrating CD8+ cytotoxic T-cells
(CTLs) and low viral expression [7]. Thus, inflammation associated with the antiviral
response of HTLV-1-specific CTLs against infected cells expressing viral antigens promotes
collateral neuronal damage [4,7]. In addition, higher CSF levels of Th1-related chemokines
CXCL9 and CXCL10 are also present; they strongly correlate with the HTLV-1 proviral load
(PVL) in peripheral blood mononuclear cells (PBMCs) and with the speed of HAM/TSP
progression [10,11]. Indeed, CXCL10 has been demonstrated as a central mediator of the
HAM/TSP pathogenesis by recruiting inflammatory and infected cells into the CNS [12].
Then, after months or years of neuroinflammation, irreversible macroscopic damage in the
spinal cord can be evidenced by magnetic resonance imaging [4,13].

The HAM/TSP pathogenesis is a multifaceted process, and factors triggering disease
development or determining the speed of disease progression are still under investiga-
tion. Previous observations have shown that biomarkers of inflammation provide stronger
evidence of HAM/TSP progression than markers of neuronal injury, such as neurofila-
ment and Tau proteins [11]. Moreover, HAM/TSP patients have elevated CSF levels of
inflammatory chemokines, including CCL2, CCL3, CCL4, CCL17, CXCL5, CXCL10, and
CXCL11, in addition to a higher frequency of Tax+CD4+ T-cells expressing CXCR3 in the
peripheral blood [11]. The CNS has many mechanisms that are alert to sense injury, changes
in homeostasis, and pathogen insult, and distinct cell types are involved in responses to
infection and inflammation. Therefore, this study aimed to analyze CSF and serum samples
from asymptomatic HTLV-1 carriers (AC) and HAM/TSP patients to identify alterations in
factors commonly associated with the development of CNS diseases, and their possible
involvement in the HAM/TSP pathogenesis. This included cytokines such as IL-6, TNF-α,
IL-18, tumor growth factor (TGF)-β1, and fractalkine/CX3CL1, growth factors associated
with neuronal and vascular homeostasis, such as BDNF (brain-derived neurotrophic factor),
β-NGF (nerve growth factor β), and VEGF (vascular endothelial growth factor), sensors
of metabolic stress, including visinin-like protein 1 (VILIP-1) and soluble receptor for ad-
vanced glycation end-products (sRAGE), and biomarkers of myeloid cells’ activation, such
as the soluble triggering receptor expressed on myeloid cells 1 (sTREM-1) and sTREM-2.
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2. Materials and Methods
2.1. Study Design and Population

This cross-sectional study included HTLV-1-infected patients (n = 33) older than
18 years recruited between August 2017 and August 2018 from the cohort of the Instituto
Nacional de Infectologia Evandro Chagas (INI) of Fundação Oswaldo Cruz (FIOCRUZ),
Rio de Janeiro, Brazil. Patients were excluded from the study when: diagnosed with co-
infection with other viruses (HIV, HBV, HCV, and HTLV-2); submitted to treatment with
corticosteroids or other immunomodulating drugs in the year prior to lumbar puncture;
diagnosed with ATLL, autoimmune diseases, or other chronic inflammatory disorders;
diagnosed with other diseases that impair the motor function, such as Parkinson’s syn-
drome, rheumatoid arthritis, ankylosing spondylitis, and others; presenting decubitus
bedsores in the six months prior to the date of sample collection. The study was approved
by the institutional review board (protocol number 53518416.9.0000.5262, March 2016), and
paired CSF and serum samples were collected after written informed consent was obtained.
Samples were processed as previously described [11] and kept at −80 ◦C until use.

The patients were classified into groups of HTLV-1 AC (n = 13) and HAM/TSP
patients (n = 20). Clinical diagnosis of HAM/TSP was performed following the World
Health Organization guidelines [14]. HAM/TSP patients were also subdivided according
to the rate of disease progression. Briefly, patients with HAM/TSP were evaluated with
the IPEC-2 disability scale, and a disease progression index was obtained by the quotient
between the scores and the time of disease (interval between disease onset and sample
collection) in years. HAM/TSP progression was characterized as: very slow (n = 6) for
a disease progression index ≤0.37 points/year, typical (n = 8) for index values between
0.38 and 1.44 points/year, and rapid (n = 6) for an index ≥1.45 points/year [11]. Data
from paired CSF (n = 9) and serum samples (n = 5) obtained from HTLV-1-seronegative
individuals with non-inflammatory and non-infectious neurological diseases (normobaric
hydrocephalus) collected in another study (protocol number 30611720.6.0000.5262, April
2020) were used as negative controls.

CSF samples were previously evaluated for cell counts and total protein levels, in
addition to distinct biomarkers of neuronal damage, including Tau, neurofilament light
(NfL), and phosphorylated neurofilament heavy (pNfH) proteins. Both the CSF and serum
samples were also previously assessed to determine the concentration of neopterin and
inflammatory chemokines, including CCL2, CCL3, CCL4, CCL5, CCL11, CCL17, CCL20,
CXCL1, CXCL5, CXCL8, CXCL9, CXCL10, and CXCL11 [11]. Data on HTLV-1 PVL in
PBMCs were obtained from medical records.

2.2. Quantification of Factors Associated with Neuroinflammation

The concentrations of VILIP-1, BDNF, TGF-β1, VEGF, IL-6, sTREM-1, sTREM-2, β-
NGF, IL-18, TNF-α, sRAGE, and fractalkine/CX3CL1 in CSF and serum samples were
simultaneously determined using a multiplex bead-based immunoassay (LEGENDPlexTM

Human Neuroinflammation Panel 1, Cat. No. 740795, Biolegend, USA). Serum samples
were diluted at 1:2, following the manufacturer’s recommendations, and CSF samples
were assessed undiluted. Data were collected by flow cytometry in a FACS Canto II (BD
Biosciences, Franklin Lakes, NJ, USA), and the concentration of each factor was calculated
in five-parameter logarithmic curves with the supplier’s software.

2.3. Statistical Analysis

Statistical analysis and graph elaboration were performed with R software v3.5.1. A nor-
mal distribution of quantitative variables was evaluated by the Kolmogorov–Smirnov test.
Parametric variables were evaluated by Student’s t-test with Welch’s correction for distinct
variances and Pearson’s correlation analysis. The analysis of parametric data was carried
out with an ANOVA test with Bonferroni correction for multiple comparisons. Pairwise
comparisons of non-parametric data were performed by a Mann–Whitney test and correlation
analysis was carried out with Spearman’s rank correlation test. Non-parametric data analysis



Viruses 2022, 14, 2146 4 of 18

was performed with the Kruskal–Wallis test and Dunn’s post hoc test with correction for mul-
tiple comparisons. Associations between qualitative variables were defined by the chi-squared
test, or Fisher’s exact test where indicated. Data from HTLV-1 AC and HAM/TSP patients
were also analyzed with individuals subdivided as: (i) normal or altered CSF levels of NfL,
considering reference values corrected for their age (18–29 years: <380 pg/mL; 30–39 years:
<560 pg/mL; 40–58 years: <890 pg/mL; >59 years: <1850 pg/mL) [15]; (ii) normal CSF cell
counts (<5 cells/mm3) or pleocytosis (≥5 cells/mm3); (iii) a CSF/serum ratio of neopterin
<1 or ≥1; (iv) a CSF/serum CXCL10 ratio <2 or ≥2. Comparison between groups was
performed with Wilcoxon’s test. Results with a p-value < 0.05 were considered significant.

3. Results
3.1. Clinical and Laboratory Aspects of the Study Population

The study population showed a similar distribution of individuals between groups
of HAM/TSP patients, HTLV-1 AC, and HTLV-1-seronegative controls according to sex
(chi-squared test, p = 0.935) and age (ANOVA, p = 0.345) (Table 1). Most HAM/TSP patients
had chronic disease, with a mean time of disease of 12.94 ± 8.07 years, and 65% (n = 13) had
a low level of motor disability, while 25% (n = 5) showed moderate impairment, and 10%
(n = 2) displayed severe HAM/TSP disability (Table 1). As expected, HAM/TSP patients
showed higher mean HTLV-1 PVL in PBMCs (8.46% ± 6.37% of infected cells/PBMCs) than
HTLV-1 ACs (4.50% ± 3.64% of infected cells/PBMCs) (Student’s t-test p = 0.049) (Table 1).

Table 1. Characteristics of the study population.

Characteristics HTLV-1 AC (n = 13) HAM/TSP (n = 20) Control (n = 9) p-Value f

Age (years) a 62.15 ± 10.21 54.75 ± 13.46 59.46 ± 20.65 0.345
Sex b

Male 6 (14.3%) 8 (19.0%) 4 (9.5%)
0.935Female 7 (16.7%) 12 (28.6%) 5 (11.9%)

Time of infection (years) c,d 16.98
[IQR 16.47–21.71] unknown n.a. n.a

Time of disease (years) a,e n.a. 12.94 ± 8.07 n.a. n.a.
Disability scale

Mild (1–10 points) 0 13 (65.0%) n.a. n.a.
Moderate (11–21 points) 0 5 (25.0%) n.a. n.a.

Severe (≥22 points) 0 2 (10.0%) n.a. n.a.
CSF analysis

Total proteins (mg/dL) a 48.25 ± 13.06 44.08 ± 12.86 33.00 ± 8.57 0.020
Frequency of elevated total proteins b 53.8% (7/13) 30% (6/20) 0% (0/9) 0.027

Cell counts (cells/mm3) d 1.0
[IQR 1–2]

4.0
[IQR 1.5–7.5]

1.0
[IQR 1–1] <0.001

Proviral load in PBMCs (%) a 4.50 ± 3.64 8.46 ± 6.37 n.a. 0.049

Notes: AC, asymptomatic HTLV-1 carrier; HAM/TSP, HTLV-1-associated myelopathy/tropical spastic paraparesis;
n.a., non-applicable; IQR, interquartile range (25–75%). a Values are shown as the mean ± standard deviation.
The statistical analysis was performed with an ANOVA test with post hoc Bonferroni correction. b Differences in
the frequency between groups were evaluated with the chi-squared test. c The time of infection (in years) was
defined as the interval between the laboratory diagnosis and sample collection. d Values are shown as the median
and IQR. The statistical analysis was performed using the Kruskal–Wallis test with Dunn’s correction. e The time
of disease (in years) was defined as the interval between the HAM/TSP diagnosis (pyramidal syndrome) and
sample collection. f Results with a p-value < 0.05 were considered significant.

All CSF samples had insignificant contamination with peripheral blood during the
lumbar puncture, as evidenced by a median of 1 red blood cell (RBC)/mm3 (interquartile
range: 0–6 RBC/mm3). The median total protein levels in the CSF were slightly elevated
in HTLV-1 AC (Kruskal–Wallis, p = 0.020), and 53.8% of the patients in the group had
levels higher than the reference values (15–45 mg/dL) (Table 1). In turn, altered total
protein levels were observed in 30% of HAM/TSP patients, and all HTLV-1-seronegative
donors in the control group showed normal levels. Although the frequency of patients
with increased CSF total proteins was higher among HTLV-1 AC (chi-squared, p = 0.027),
this finding was considered clinically irrelevant. In addition, the CSF of all participants
presented 100% mononuclear cells, and all individuals in the HTLV-1 AC and control groups
showed normal CSF cell counts (<5 cells/mm3). Although eight HAM/TSP patients had
pleocytosis, the median CSF cell counts were within the normal range (4 cells/mm3, IQR
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1.5–7.5 cells/mm3), though significantly higher compared to the HTLV-1 AC and control
groups (Kruskal–Wallis, p < 0.001) (Table 1).

3.2. Analysis of Inflammatory Factors in the Serum of HTLV-1-Infected Individuals

The serum levels of VILIP-1, sRAGE, sTREM-1, sTREM-2, VEGF, β-NGF, IL-6, IL-18,
TNF-α, and TGF-β1 did not show significant differences between HAM/TSP patients, HTLV-1
AC, and HTLV-1-seronegative controls (Figure 1). In contrast, the serum BDNF was increased
in HTLV-1-infected individuals, particularly in HTLV-1 AC, in the comparison with control
levels. In turn, serum fractalkine/CX3CL1 was elevated in HAM/TSP patients (Figure 1).
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Figure 1. Serum levels of common biomarkers of neuroinflammation. (A) VILIP-1, (B) sRAGE, (C) sTREM-1,
(D) sTREM-2, (E) BDNF, (F) VEGF, (G) β-NGF, (H) IL-6, (I) IL-18, (J) TNF-α, (K) TGF-β1, and (L) CX3CL1
(fractalkine) levels were simultaneously determined with a multiplex bead-based immunoassay by flow
cytometry in serum samples from asymptomatic HTLV-1 carriers (AC) (n = 13), HAM/TSP patients (n = 20),
and a control group of HTLV-1-seronegative individuals (n = 5). A normal distribution was determined by
the Kolmogorov–Smirnov test. The statistical analysis of parametric variables was performed with ANOVA
and Bonferroni’s post-test, and non-parametric data were evaluated by the Kruskal–Wallis test and Dunn’s
post-test. Results with a p-value < 0.05 were considered significant.

Correlation analysis revealed distinct associations between factors in the serum of
HTLV-1-infected individuals according to the neurological status (Figure 2). Since VILIP-1
was under the LLOD in more than 50% of serum samples of the study population, this
factor was excluded from the analysis. In HTLV-1 AC, IL-18 levels increased with BDNF
and β-NGF, while TNF-α was positively correlated with sRAGE (Figure 2A). In contrast,
serum BDNF and IL-18 levels were negatively correlated with TGF-β1, a cytokine with
anti-inflammatory properties (Figure 2A). In HAM/TSP patients, IL-18 increased with
β-NGF, sTREM-2, and IL-6. The levels of IL-6, sTREM-1, and sRAGE were positively
correlated, while BDNF levels showed a positive association with VEGF and a negative
correlation with IL-6 (Figure 2A). Serum levels of none of these factors were associated with
HTLV-1 PVL (Figure 2B), and serum neopterin was associated with sTREM-2 in HTLV-1
AC (Figure 2B).
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Figure 2. Correlation analysis of biomarkers of neuroinflammation in serum. (A) Correlation between
TGF-β1, IL-18, BDNF, β-NGF, VEGF, sTREM-2, IL-6, sRAGE, TNF-α, CX3CL1 (Fractalkine), and
sTREM-1 levels in serum samples from asymptomatic HTLV-1 carriers (AC) (n = 13) and HAM/TSP
patients (n = 20) was performed with Spearman’s rank correlation test. (B) The analysis was also
performed with the serum neopterin concentration and HTLV-1 proviral load (PVL) in PBMCs from
HTLV-1 AC and HAM/TSP patients. Correlation coefficients are indicated by the color intensity,
in which positive correlations are shown in red and negative correlations in blue. The size of the
squares at intersections between factors represents the p-value, which is shown only for significant
associations (p < 0.05).

The analysis was also conducted using the serum concentration of the inflamma-
tory chemokines CXCL9, CXCL10, and CXCL11, which were significantly increased in
HAM/TSP patients, as previously described [11]. In HTLV-1 AC, only fractalkine/CX3CL1
was negatively correlated with CXCL11 (Figure 3A), and no correlation was observed
among HAM/TSP patients (Figure 3B).

3.3. CSF Analysis of Biomarkers of Inflammation

HTLV-1 AC and HAM/TSP patients displayed similar CSF levels of VILIP-1, sRAGE,
sTREM-1, sTREM-2, BDNF, VEGF, β-NGF, IL-6, IL-18, TNF-α, and fractalkine/CX3CL1
(Figure 4). In contrast, TGF-β1 was reduced in both HTLV-1 AC and HAM/TSP patients
in comparison with HTLV-1-seronegative controls (Figure 4). VILIP-1, sRAGE, β-NGF,
TNF-α, and fractalkine/CX3CL1 were under the LLOD in more than 50% of the samples
and, therefore, were excluded from further analysis. In HTLV-1 AC, no association was
observed between neuroinflammatory factors (Figure 5A). In contrast, a high frequency of
associations was present in HAM/TSP patients, particularly between TGF-β1, IL-6, IL-18,
VEGF, and BDNF (Figure 5A).
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Figure 3. Correlation analysis between serum levels of inflammatory chemokines and factors associ-
ated with neuroinflammation. Correlation between serum levels of TGF-β1, IL-18, BDNF, β-NGF,
VEGF, sTREM-2, IL-6, sRAGE, TNF-α, CX3CL1 (fractalkine), sTREM-1, and chemokines (CXCL9,
CXCL10, and CXCL11) was evaluated in (A) asymptomatic HTLV-1 carriers (AC) (n = 13) and
(B) HAM/TSP patients (n = 20) using the Spearman’s rank correlation test. Correlation coefficients
are indicated by color intensity, in which positive correlations are shown in red and negative correla-
tions in blue. The size of the squares at intersections between factors represents the p-value, which is
shown only for significant associations (p < 0.05).

Correlation analysis was performed including CSF findings for the total proteins
and cell counts, and the CSF concentrations of neopterin, chemokines, and biomarkers
of neuronal damage (Tau protein, NfL, and pNfH). Positive correlations were observed
between sTREM-2 and Tau protein and between IL-18 and total proteins in the CSF of
HTLV-1 AC and HAM/TSP patients (Figure 5B). In turn, CSF IL-18 positively correlated
with neopterin, pNfH, and total proteins only in HAM/TSP patients (Figure 5B). Scarce
associations between neuroinflammatory factors and chemokines were observed in HTLV-1
AC (Figure 6A). Meanwhile, in HAM/TSP patients, VEGF and IL-18 levels were consistently
correlated with many inflammatory chemokines that were significantly increased in the
CSF of these individuals, as previously described [11] (Figure 6B), including CCL2, CCL3,
CCL4, CCL17, CXCL5, CXCL10, and CXCL11.

Serum and CSF data on factors associated with inflammatory processes were also
evaluated according to alterations in biomarkers of inflammation and neurodegeneration.
In this way, HAM/TSP patients were categorized according to whether they had normal
CSF cell counts or pleocytosis, normal or altered CSF NfL, and active neuroinflammation
or low neuroinflammatory activity, which was indicated by the CSF/serum ratios of
neopterin and CXCL10. It was observed that HAM/TSP patients with normal NfL levels
in the CSF showed higher serum β-NGF than patients with elevated NfL (Figure 7A). No
difference, however, was observed in HTLV-1 PVL for HAM/TSP patients according to
their NfL levels (Figure 7B). In turn, HAM/TSP patients with low neuroinflammatory
activity presented higher serum levels of fractalkine/CX3CL1 (Figure 7C,D). Moreover,
HAM/TSP patients with pleocytosis or active neuroinflammation, which was indicated by
CSF/serum neopterin ≥1, showed higher IL-18 levels in the CSF (Figure 7E,F, respectively).
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Figure 4. CSF levels of factors associated with neuroinflammation. (A) VILIP-1, (B) sRAGE,
(C) sTREM-1, (D) sTREM-2, (E) BDNF, (F) VEGF, (G) β-NGF, (H) IL-6, (I) IL-18, (J) TNF-α, (K) TGF-
β1, and (L) fractalkine (CX3CL1) levels were simultaneously determined with a multiplex bead-based
immunoassay by flow cytometry in cerebrospinal fluid (CSF) samples from asymptomatic HTLV-1
carriers (AC) (n = 13), HAM/TSP patients (n = 20), and a control group of HTLV-1-seronegative
individuals (n = 9). A normal distribution was determined by the Kolmogorov–Smirnov test. Statis-
tical analysis of parametric variables was performed with ANOVA and Bonferroni’s post-test, and
non-parametric data were evaluated by the Kruskal–Wallis test and Dunn’s post-test. Results with a
p-value < 0.05 were considered significant.

Relative expression analysis was also performed to identify inflammatory profiles
associated with HTLV-1 AC and HAM/TSP patients (Figure 8). First, HAM/TSP patients
were subdivided according to the speed of disease progression (very slow, typical, or rapid),
as previously described [11]. Afterward, the levels of factors investigated were normalized
for each factor, and clustering analysis was carried out to gather individuals with similar
characteristics. However, the analysis resulted in a mixed distribution of HTLV-1 AC and
HAM/TSP patients, reflecting the high diversity of profiles observed both in the serum
(Figure 8A) and in the CSF (Figure 8B). This indicated that no specific combination of
factors was associated with the asymptomatic condition or HAM/TSP.
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Figure 5. Correlation analysis of CSF levels of factors associated with neuroinflammation. (A) Corre-
lation between CSF levels of TGF-β1, IL-18, BDNF, VEGF, IL-6, sTREM-2, and sTREM-1 in samples
from asymptomatic HTLV-1 carriers (AC) (n = 13) and HAM/TSP patients (n = 20) was performed
with Spearman’s rank correlation test. (B) Correlation analysis was also performed with the CSF
levels of neopterin, Tau protein, neurofilament light chain (NfL) and phosphorylated neurofilament
heavy chain (pNfH) proteins, total proteins, and CSF cell counts from HTLV-1 AC and HAM/TSP
patients. Correlation coefficients are indicated by color intensity, in which positive correlations are
shown in red and negative correlations in blue. The size of the squares at intersections between
factors represents the p-value, which is shown only for significant associations (p < 0.05).



Viruses 2022, 14, 2146 10 of 18
Viruses 2022, 14, x FOR PEER REVIEW 18 of 18 
 

 

 
Figure 6. Correlation between CSF levels of inflammatory chemokines and factors associated with 
neuroinflammation. Correlation between CSF levels of TGF-β1, IL-18, BDNF, VEGF, IL-6, sTREM-
2, sTREM-1, and chemokines (CCL2, CCL3, CCL4, CCL17, CXCL5, CXCL10, and CXCL11) was 
evaluated in (A) asymptomatic HTLV-1 carriers (AC) (n = 13) and (B) HAM/TSP patients (n = 20) 
with Spearman’s rank correlation test. Correlation coefficients are indicated by color intensity, in 
which positive correlations are shown in red and negative correlations in blue. The size of the 
squares at intersections between factors represents the p-value, which is shown only for significant 
associations (p < 0.05). 

 
Figure 7. Serum β-NGF and fractalkine/CX3CL1 levels, HTLV-1 proviral load, and CSF IL-18 
concentration in HAM/TSP patients according to altered markers of inflammation and 
neurodegeneration. Individuals were separated according to normal (n = 7, purple) and altered (n = 
13, red) CSF levels of neurofilament light (NfL) proteins and considering active neuroinflammation 
as a CSF/serum ratio of neopterin ≥ 1 (n = 13, red) or CXCL10 ≥ 2 (n = 9, red). Patients with a 
CSF/serum ratio of neopterin < 1 (n = 7, purple) or CXCL10 < 2 (n = 11, purple) were considered to 
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Figure 6. Correlation between CSF levels of inflammatory chemokines and factors associated with
neuroinflammation. Correlation between CSF levels of TGF-β1, IL-18, BDNF, VEGF, IL-6, sTREM-
2, sTREM-1, and chemokines (CCL2, CCL3, CCL4, CCL17, CXCL5, CXCL10, and CXCL11) was
evaluated in (A) asymptomatic HTLV-1 carriers (AC) (n = 13) and (B) HAM/TSP patients (n = 20)
with Spearman’s rank correlation test. Correlation coefficients are indicated by color intensity, in
which positive correlations are shown in red and negative correlations in blue. The size of the
squares at intersections between factors represents the p-value, which is shown only for significant
associations (p < 0.05).
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Figure 7. Serum β-NGF and fractalkine/CX3CL1 levels, HTLV-1 proviral load, and CSF IL-18 con-
centration in HAM/TSP patients according to altered markers of inflammation and neurodegeneration.
Individuals were separated according to normal (n = 7, purple) and altered (n = 13, red) CSF levels of neuro-
filament light (NfL) proteins and considering active neuroinflammation as a CSF/serum ratio of neopterin
≥1 (n = 13, red) or CXCL10 ≥ 2 (n = 9, red). Patients with a CSF/serum ratio of neopterin <1 (n = 7, purple)
or CXCL10 < 2 (n = 11, purple) were considered to have low neuroinflammatory activity. Finally, indi-
viduals were also discriminated by normal CSF cell counts (<5 cells/mm3) (n = 12, purple) or pleocytosis
(n = 8, red). (A) Serum β-NGF, (B) HTLV-1 proviral load (PVL), and (C,D) serum fractalkine/CX3CL1
levels were compared between groups with Student’s t-test. (E,F) CSF IL-18 levels were compared between
groups with the Mann–Whitney test. Differences with p < 0.05 were considered significant.
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4. Discussion 

Figure 8. Relative expression of factors associated with neuroinflammatory processes. The concentra-
tion of factors listed was determined in the (A) serum and (B) CSF of asymptomatic HTLV-1 carriers
(AC) (n = 13) and HAM/TSP patients (n = 20), which were further characterized by the speed of
disease progression as very slow (light blue), typical (dark blue), or rapid (green), as previously
described [11]. Only factors with detectable levels in more than half of the samples were included
in the analysis. Values were log2-transformed for heatmap analysis, and the expression normalized
for each factor (lines). Reduced expression is represented by shades of blue, increased expression by
shades of red, and the median is indicated by 0 (white).

4. Discussion

HTLV-1 infection is associated with HAM/TSP development in 1–5% of individuals
after a long period of apparently asymptomatic infection. Thus, the identification of
biomarkers to predict disease development and/or progression has become an important
research topic since laboratory markers to support the clinical follow-up of HTLV-1 carriers
are still under investigation.

Reduced TGF-β1 levels were observed in the CSF of HTLV-1-infected individuals com-
pared to the HTLV-1-seronegative group, independently of the neurological status. TGF-β1
is a key factor in the modulation of cerebral damage, as well as exerting neuroprotective
functions, and it is found to be reduced in neurodegenerative diseases [16]. Brain magnetic
resonance imaging of HTLV-1-infected individuals has shown that both HAM/TSP patients
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and HTLV-1 AC present white matter lesions, indicating that the latter might display sub-
clinical neurodegenerative conditions [17]. In HAM/TSP patients, CD4+ T-cells show some
degree of resistance to anti-proliferative effects from TGF-β signaling, which is known to
suppress the expansion of activated T-cells and modulate T-cell differentiation [18–21]. In
the CNS, TGF-β participates in the cross-talk between astrocytes and microglia to maintain
brain homeostasis. Under inflammatory stimuli, microglia cells secrete IL-10, which induces
astrocytes to produce TGF-β1, which, in turn, downregulates microglial proinflammatory
responses. In Alzheimer’s disease, β-amyloid plaques are surrounded by reactive glial cells
(microglia and astrocytes) showing elevated expression of proinflammatory factors such as
IL-1β, IL-6, TNF-α, and nitric oxide, while anti-inflammatory cytokines (TGF-β1 and IL-10)
are at reduced levels [22,23]. Although increased TNF-α and IL-6 levels were not evident in
the CSF in our study population, reduced TGF-β1 in HTLV-1-infected individuals might be
related to chronic inflammatory stimulation in the CNS by infected cells, which are present
in the CSF of both HTLV-1 AC and HAM/TSP patients, as previously shown [11].

HAM/TSP patients showed increased serum fractalkine/CX3CL1 levels. Soluble
fractalkine is generated by cleavage of its transmembrane form by metalloproteinases
ADAM10 and ADAM17 [24]. Fractalkine is chemoattractive to NK cells, monocytes, and T-
cells, and it is expressed by endothelial cells, dendritic cells, and monocytes from peripheral
blood under inflammatory conditions. Fractalkine expression is particularly induced by
TNF-α and IFN-γ [24], which are cytokines elevated in HAM/TSP patients [25]. HAM/TSP
patients also display higher expression of IFN-γ-stimulated genes in monocytes [26], and
PBMCs from these patients secrete more IL-2 and IFN-γ than cells from HTLV-1 AC [27].
Indeed, it was shown that HAM/TSP patients have a higher frequency of T CD4+IFN-γ+

cells, which positively correlate with HTLV-1 PVL [28,29].
In turn, HTLV-1 AC presented higher serum BDNF levels. BDNF is a member of the

neurotrophin family that acts on the survival, growth, and synaptic plasticity of neurons.
In blood, BDNF is present in platelets, and it is produced by vascular endothelial cells and
PBMCs. Moreover, coronary and lung cells also express BDNF [30,31]. In HTLV-1-infected
cell lineages derived from ATLL patients, it was shown that BDNF expression is regulated
by the HTLV-1 bZIP factor (HBZ) protein [32]. In PBMCs from HAM/TSP patients, HBZ
mRNA expression correlates with HTLV-1 PVL, and no difference is observed between
HTLV-1 AC and HAM/TSP patients [25]. However, serum BDNF and HTLV-1 PVL in
PBMCs had no correlation. Therefore, elevated serum BDNF levels are likely influenced by
factors other than HBZ expression in infected cells. However, more studies are needed to
identify the mechanisms in addition to HBZ expression behind this event.

In the serum of HAM/TSP patients, BDNF levels were positively correlated with
VEGF and negatively with IL-6. Serum IL-18 levels were positively correlated with IL-6,
β-NGF, and sTREM-2. Although no differences were observed between groups, these
associations were not present in HTLV-1 AC, except for IL-18 and β-NGF levels. Data
from animal models have shown that BDNF and VEGF mediate physical exercise-induced
structural and functional changes in the hippocampus. VEGF is able to promote the
formation and growth of blood vessels, which improve cognitive function [33,34]. BDNF
and VEGF can cross the BBB and mediate both neurogenesis and angiogenesis, which are
related processes in the CNS since vascular development promotes a microenvironment
that favors the proliferation and differentiation of neuronal progenitor cells [35–37]. Indeed,
the recovery of patients after cerebrovascular accidents and traumatic cerebral lesions
is associated with angiogenesis and neurogenesis [35]. ATLL and HAM/TSP patients
display serum VEGF and b-FGF levels capable of inducing angiogenesis, which presents
a difference from healthy HTLV-1-seronegative individuals [38]. The VEGF receptor is
expressed by endothelial progenitors and monocytes, and it drives the recruitment of these
cells [39]. HTLV-1-transformed cells also secrete VEGF and b-FGF in an HTLV-1 Tax protein-
dependent process. Although this difference was not observed in our study population,
activation of endothelial cells and altered vascular permeability triggered by infected
cells may have a role in the HAM/TSP pathogenesis. Indeed, VEGF levels in the CSF of
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HAM/TSP patients were consistently correlated with distinct inflammatory cytokines, such
as CCL2, CCL3, CCL4, CCL17, CXCL10, and CXCL11. These chemokines are related to
the chemotaxis and migration of Th1 cells and monocytes, which supports the hypothesis
that VEGF might contribute to alterations in BBB permeability and neuroinvasion by
HTLV-1-infected cells.

In the CSF of HAM/TSP patients, IL-18 was correlated with sTREM-2, neopterin, pNfH,
and the total protein concentration, suggesting an association between IL-18 levels and com-
mon biomarkers of inflammation and neurodegeneration. IL-18 is an inflammatory cytokine
that induces IFN-γ production by Th1 cells. In non-polarized T cells, NK and NKT cells, B cells,
dendritic cells, and macrophages, IFN-γ upregulation by IL-18 signaling is IL-12-dependent.
In contrast, CD4+ T-cells, NK, and NKT cells exposed to IL-18 and IL-2 in the absence of
IL-12 are induced to produce Th2 cytokines. Moreover, IL-18 associated with IL-3 induces
IL-4 and IL-13 expression by mastocytes and basophils. Thus, IL-18 can stimulate distinct
cellular types of innate and adaptative immunity considering the inflammatory setting [40,41].
sTREM-2 represents the cleaved form of TREM-2, a membrane receptor associated with
DAP12 adaptor protein that suppresses lipopolysaccharide (LPS)-induced Toll-like receptor
activation. TREM-2 is expressed by myeloid cells, including macrophages, monocyte-derived
dendritic cells, and osteoclasts. In the SNC, TREM-2 is particularly expressed by microglia
cells and participates in the regulation of cytokine production, phagocytosis of apoptotic
neurons, and cell survival [42,43]. Since TREM-2 has an anti-inflammatory role, sTREM-2
negatively regulates TREM-2, thereby promoting inflammation and neurodegeneration [44].
It was shown that patients with the remitting-recurrent and progressive primary forms of
multiple sclerosis have high CSF levels of sTREM-2 [45,46]. However, sTREM-2 was not
elevated in the CSF of HAM/TSP patients, likely a result of the chronically slow progression
of this disease. No association was observed either for sTREM-1, which has anti-inflammatory
activity and mediates negative regulation of sTREM-2 [47].

IL-18 in the CSF also positively correlated with distinct proinflammatory chemokines
in HAM/TSP patients, including CCL3, CCL4, CXCL5, CXCL10, and CXCL11. CXCL10 and
CXCL11 are CXCR3 receptor ligands, and these chemokines are strongly induced in re-
sponse to IFN-γ. In HTLV-1 infection, it has been shown that CXCL10 plays a central role
in the recruitment of CXCR3+ cells to the CNS, for both infected CD4+ T-cells and IFN-γ+

secreting T-cells [12]. HAM/TSP patients show a higher frequency of Tax+CD4+ T-cells in
the peripheral blood [11] and higher IFN-γ expression in PBMCs in comparison to HTLV-1
AC [25]. Thus, IFN-γ stimulates the secretion of CXCL10 by astrocytes, the main source of
this chemokine in the CNS, resulting in positive regulatory feedback for the chronic CNS
inflammation that characterizes HAM/TSP [4]. On the other hand, sTREM-2 and IL-18 data
suggest that microglia cells might also be involved in triggering CNS inflammation in
HTLV-1 infection.

IL-18 is a member of the IL-1 family, and it is present in myeloid cells as pro-IL-18
cytoplasmatic stocks [48]. The production of biologically active IL-18 depends on the
cleavage of the pro-IL-18 inactive precursor by caspase-1. Thereafter, IL-18 is secreted
or expressed as a membrane-bound ligand. In the CNS, both astrocytes and microglia
constitutively express pro-IL-18 and caspase-1, leading to a local IL-18-dependent immune
response [49]. It was shown that HTLV-1-infected individuals have reduced IL18 gene
expression and plasma levels compared to HTLV-1-seronegative individuals, but no dif-
ference was observed between HTLV-1 AC and HAM/TSP patients [50]. In our study, no
change in the serum or CSF IL-18 concentration was observed among the groups. However,
HAM/TSP patients with pleocytosis or active neuroinflammation had higher IL-18 levels in
the CSF, suggesting that inflammasome activity is involved in the HAM/TSP pathogenesis.
Inflammasomes are multiprotein complexes in the cytoplasm that activate proinflammatory
caspases, which are responsible for the maturation and subsequent secretion of IL-1β and
IL-18. Inflammasome activation is triggered by the ligation of pathogen- and/or damage-
associated molecular patterns to receptors such as Toll-like receptor and NOD [51]. In the
CNS, inflammasome signaling is mainly performed by microglia cells. However, neurons,
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astrocytes, perivascular macrophages, oligodendrocytes, and endothelial cells also express
inflammasome components [52]. In multiple sclerosis, BBB disruption and the infiltration
of inflammatory cells from the periphery are driven by the activation of microglia and
astrocytes, leading to inflammation, demyelination, and consequent neurodegeneration.
In multiple sclerosis, caspase-1, IL-18, and IL-1β are positively regulated in PBMCs and
in mononuclear cells in the CSF during disease development, and caspase-1 expression is
upregulated in demyelinating lesions [53,54]. Thus, it will be of particular importance to
study the role of microglia cells and inflammasome activation in HAM/TSP pathogenesis.

Differences in CSF levels of β-NGF among HTLV-1 AC, HAM/TSP patients, and
uninfected individuals were not evident, as also observed by Albrecht et al. [55]. However,
detailed analysis showed that serum β-NGF concentrations were higher in HAM/TSP
patients with normal age-adjusted NfL levels in the CSF. Although β-NGF is capable of
inducing neurogenesis and increasing neuron survival and plasticity, this neurotrophin
does not cross the BBB [56]. In inflammatory and autoimmune diseases, a localized increase
in NGF is observed at sites of inflammation. Mast cells, lymphocytes, and eosinophils
can produce, store, and secrete NGF, and NGF receptors are widely expressed by immune
cells, thus mediating an autochthonous response [57–60]. Elevated NGF levels are present
in the CSF of patients with multiple sclerosis [61], in the synovial fluid of patients with
rheumatoid arthritis [62,63], and in the serum of individuals with systemic erythematosus
lupus [64,65]. It is not clear whether peripheral responses involving β-NGF are directly
associated with reduced neuronal death and/or neuroinflammation in HAM/TSP. One
hypothesis could be that higher serum β-NGF in HAM/TSP patients is related to more
effective control of inflammatory events leading to the development of neurological lesions,
independently of the control of infected T-cell populations in the periphery, since the HTLV-
1 PVL in PBMCs was similar between HAM/TSP patients with normal and elevated NfL.
In the future, further studies are needed to explain this finding.

In HTLV-1-infected individuals, no change in sRAGE levels was observed. The interac-
tion between RAGE and its ligands on the cell plasma membrane results in the formation of
reactive oxygen species (ROS) that activate NF-kB [66], leading to the expression of proin-
flammatory genes [67]. Under normal conditions, RAGE is expressed at low levels [68].
However, with pathophysiological conditions, such as diabetes, chronic inflammation, or
neurodegenerative disturbances, RAGE levels can be elevated [69–71]. In this regard, our
data indicate that RAGE signaling is not altered by HTLV-1 infection.

HAM/TSP patients with low neuroinflammation activity, as indicated by the CSF/serum
ratio of neopterin and CXCL10, had higher serum fractalkine/CX3CL1 levels compared to
patients with active neuroinflammation. In peripheral blood, fractalkine/CX3CL1 is mainly
expressed by monocytes under inflammatory conditions. Non-classic monocytes monitor
the blood/endothelial barrier, and low CCR2 expression in these cells leads to reduced
transendothelial migration ability, meaning they exert anti-inflammatory functions [72–75].
In turn, non-classic CD16+ monocytes mainly express CX3CR1, and, therefore, migrate in
response to fractalkine/CX3CL1 [76]. De Castro-Amarante et al. have shown that the fre-
quency of non-classic monocytes is increased in HTLV-1-infected individuals, and this cell
population also shows increased expression levels of CCR1, CXCR3, and CX3CR1 chemokine
receptors [77]. Thus, it was hypothesized that inflammation in HTLV-1 infection results from
the regulation of chemokine receptors expressed in monocytes. In general, inflammatory
responses favor the migration of classic monocytes, the most abundant monocyte population
in peripheral blood, which mainly respond to CCL2 signaling. On the other hand, increased
fractalkine/CX3CL1 levels in HAM/TSP patients, and particularly in those with low neu-
roinflammatory activity, corroborate the findings of increased anti-inflammatory non-classic
monocyte populations.

In conclusion, VILIP-1, sRAGE, sTREM-1, sTREM-2, BDNF, β-NGF, VEGF, IL-6, TNF-
α, IL-18, TGF-β1, and fractalkine/CX3CL1 were not associated with HTLV-1 PVL or the
speed of HAM/TSP progression, which limits their use as biomarkers for HAM/TSP. Pre-
viously, we demonstrated that CSF levels of neopterin and CXCL10 can strongly predict
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the speed of HAM/TSP progression, with these factors better reflecting the disease activity
than biomarkers of neuronal death, such as NfL and pNfH [11]. Despite the limitations
of the study, particularly the sample size, the data we produced on the reduced CSF con-
centration of TGF-β1 in HTLV-1 infection and increased IL-18 in the CSF of HAM/TSP
patients with active neuroinflammation indicate that unbalanced suppressive responses and
inflammasome-mediated mechanisms in the CNS might contribute to HAM/TSP develop-
ment. This points to new directions in the investigation of neurological diseases associated
with HTLV-1 infection. In future work, the role of microglial cells and inflammasome
responses in the HAM/TSP pathogenesis needs to be addressed.

Author Contributions: Conceptualization, O.d.M.E.; formal analysis, N.L.F., Y.C.P.G. and O.d.M.E.;
funding acquisition, O.d.M.E.; investigation, N.L.F., Y.C.P.G., F.d.S.S., R.C.T., A.C.C.B.L., M.A.S.D.L.,
M.T.T.S., A.Q.C.A. and O.d.M.E.; writing—original draft, N.L.F., Y.C.P.G., J.E.-L. and O.d.M.E. All
authors have read and agreed to the published version of the manuscript.

Funding: O.M.E. was awarded with grants from Programa INOVA-Novos Talentos-Fundação Os-
waldo Cruz (grant number VPPCB-008-FIO-18-2-39), and from Programa Jovens Pesquisadores-INI-
Fundação Oswaldo Cruz (grant number INI-003-FIO-19-2-14), Y.C.P.G. was granted a PhD scholarship
from the Coordination for the Improvement of Higher Education Personnel (CAPES) of the Brazilian
Ministry of Education, and N.L.F. was granted a master’s scholarship from Fundação Oswaldo Cruz.

Institutional Review Board Statement: The study was approved by the institutional review board
of INI-FIOCRUZ (protocol number 53518416.9.0000.5262, March 2016).

Informed Consent Statement: Informed consent was obtained from all participants in the study.

Data Availability Statement: The data presented in this study are available on request from the
corresponding author.

Acknowledgments: We thank the Postgraduate Program for Clinical Research on Infectious Diseases
of INI/FIOCRUZ, Brazil.

Conflicts of Interest: The authors declare no conflict of interest, and the funders had no role in
the design of the study; in the collection, analyses, or interpretation of data; in the writing of the
manuscript; or in the decision to publish the results.

References
1. Gallo, R.C. History of the Discoveries of the First Human Retroviruses: HTLV-1 and HTLV-2. Oncogene 2005, 24, 5926–5930.

[CrossRef]
2. Gessain, A.; Cassar, O. Epidemiological Aspects and World Distribution of HTLV-1 Infection. Front. Microbiol. 2012, 3, 388.

[CrossRef] [PubMed]
3. Araujo, A.Q.C.; Silva, M.T.T. The HTLV-1 Neurological Complex. Lancet Neurol. 2006, 5, 1068–1076. [CrossRef]
4. Bangham, C.R.M.; Araujo, A.; Yamano, Y.; Taylor, G.P. HTLV-1-Associated Myelopathy/Tropical Spastic Paraparesis. Nat. Rev.

Dis. Prim. 2015, 1, 15012. [CrossRef] [PubMed]
5. Osame, M. Pathological Mechanisms of Human T-Cell Lymphotropic Virus Type I-Associated Myelopathy (HAM/TSP). J.

Neurovirol. 2002, 8, 359–364. [CrossRef]
6. Facchinetti, L.D.; Araújo, A.Q.; Chequer, G.L.; de Azevedo, M.F.; de Oliveira, R.V.C.; Lima, M.A. Falls in Patients with HTLV-I-

Associated Myelopathy/Tropical Spastic Paraparesis (HAM/TSP). Spinal Cord 2013, 51, 222–225. [CrossRef]
7. Umehara, F.; Izumo, S.; Nakagawa, M.; Ronquillo, A.T.; Takahashi, K.; Matsumuro, K.; Sato, E.; Osame, M. Immunocytochemical

Analysis of the Cellular Infiltrate in the Spinal Cord Lesions in HTLV-I-Associated Myelopathy. J. Neuropathol. Exp. Neurol. 1993,
52, 424–430. [CrossRef]

8. Quaresma, J.; Yoshikawa, G.; Koyama, R.; Dias, G.; Fujihara, S.; Fuzii, H. HTLV-1, Immune Response and Autoimmunity. Viruses
2015, 8, 5. [CrossRef]

9. Umehara, F.; Izumo, S.; Ronquillo, A.T.; Matsumuro, K.; Sato, E.; Osame, M. Cytokine Expression in the Spinal Cord Lesions in
HTLV-I-Associated Myelopathy. J. Neuropathol. Exp. Neurol. 1994, 53, 72–77. [CrossRef]

10. Sato, T.; Coler-Reilly, A.; Utsunomiya, A.; Araya, N.; Yagishita, N.; Ando, H.; Yamauchi, J.; Inoue, E.; Ueno, T.; Hasegawa, Y.; et al.
CSF CXCL10, CXCL9, and Neopterin as Candidate Prognostic Biomarkers for HTLV-1-Associated Myelopathy/Tropical Spastic
Paraparesis. PLoS Negl. Trop. Dis. 2013, 7, e2479. [CrossRef]

11. Souza, F.D.S.; Freitas, N.L.; Gomes, Y.C.P.; Torres, R.C.; Echevarria-Lima, J.; da Silva-Filho, I.L.; Leite, A.C.C.B.; de Lima, M.A.S.D.;
da Silva, M.T.T.; de Queiroz Campos Araújo, A.; et al. Following the Clues: Usefulness of Biomarkers of Neuroinflammation

http://doi.org/10.1038/sj.onc.1208980
http://doi.org/10.3389/fmicb.2012.00388
http://www.ncbi.nlm.nih.gov/pubmed/23162541
http://doi.org/10.1016/S1474-4422(06)70628-7
http://doi.org/10.1038/nrdp.2015.12
http://www.ncbi.nlm.nih.gov/pubmed/27188208
http://doi.org/10.1080/13550280260422668
http://doi.org/10.1038/sc.2012.134
http://doi.org/10.1097/00005072-199307000-00010
http://doi.org/10.3390/v8010005
http://doi.org/10.1097/00005072-199401000-00009
http://doi.org/10.1371/journal.pntd.0002479


Viruses 2022, 14, 2146 16 of 18

and Neurodegeneration in the Investigation of HTLV-1-Associated Myelopathy Progression. Front. Immunol. 2021, 12, 737941.
[CrossRef] [PubMed]

12. Araya, N.; Sato, T.; Ando, H.; Tomaru, U.; Yoshida, M.; Coler-Reilly, A.; Yagishita, N.; Yamauchi, J.; Hasegawa, A.; Kannagi, M.;
et al. HTLV-1 Induces a Th1-like State in CD4+CCR4+ T Cells. J. Clin. Investig. 2014, 124, 3431–3442. [CrossRef] [PubMed]

13. Alcindor, F.; Valderrama, R.; Canavaggio, M.; Lee, H.; Katz, A.; Montesinos, C.; Madrid, R.E.; Merino, R.R.; Pipia, P.A. Imaging
of Human T-Lymphotropic Virus Type I-Associated Chronic Progressive Myeloneuropathies. Neuroradiology 1992, 35, 69–74.
[CrossRef] [PubMed]

14. World Health Organization. Human T-Lymphotropic Virus Type 1: Technical Report; World Health Organization: Geneva, Switzerland,
2021; ISBN 978-92-4-002022-1.

15. Jessen Krut, J.; Mellberg, T.; Price, R.W.; Hagberg, L.; Fuchs, D.; Rosengren, L.; Nilsson, S.; Zetterberg, H.; Gisslén, M. Biomarker
Evidence of Axonal Injury in Neuroasymptomatic HIV-1 Patients. PLoS ONE 2014, 9, e88591. [CrossRef]

16. Buckwalter, M.S.; Wyss-Coray, T. Modelling Neuroinflammatory Phenotypes in Vivo. J. Neuroinflammation 2004, 1, 10. [CrossRef]
17. Morgan, D.J.; Caskey, M.F.; Abbehusen, C.; Oliveira-Filho, J.; Araujo, C.; Porto, A.F.; Santos, S.B.; Orge, G.O.; Joia, M.J.; Muniz,

A.L.; et al. Brain Magnetic Resonance Imaging White Matter Lesions Are Frequent in HTLV-I Carriers and Do Not Discriminate
from HAM/TSP. AIDS Res. Hum. Retrovir. 2007, 23, 1499–1504. [CrossRef]

18. Gorelik, L.; Flavell, R.A. Transforming Growth Factor-Beta in T-Cell Biology. Nat. Rev. Immunol. 2002, 2, 46–53. [CrossRef]
19. Grant, C.; Oh, U.; Yao, K.; Yamano, Y.; Jacobson, S. Dysregulation of TGF-Beta Signaling and Regulatory and Effector T-Cell

Function in Virus-Induced Neuroinflammatory Disease. Blood 2008, 111, 5601–5609. [CrossRef]
20. Martelossi Cebinelli, G.C.; Paiva Trugilo, K.; Badaró Garcia, S.; Brajão de Oliveira, K. TGF-B1 Functional Polymorphisms: A

Review. Eur. Cytokine Netw. 2016, 27, 81–89. [CrossRef]
21. Liénart, S.; Merceron, R.; Vanderaa, C.; Lambert, F.; Colau, D.; Stockis, J.; van der Woning, B.; De Haard, H.; Saunders, M.; Coulie,

P.G.; et al. Structural Basis of Latent TGF-B1 Presentation and Activation by GARP on Human Regulatory T Cells. Science 2018,
362, 952–956. [CrossRef]

22. Caraci, F.; Spampinato, S.F.; Morgese, M.G.; Tascedda, F.; Salluzzo, M.G.; Giambirtone, M.C.; Caruso, G.; Munafò, A.; Torrisi, S.A.;
Leggio, G.M.; et al. Neurobiological Links between Depression and AD: The Role of TGF-B1 Signaling as a New Pharmacological
Target. Pharmacol. Res. 2018, 130, 374–384. [CrossRef] [PubMed]

23. Diniz, L.P.; Matias, I.; Siqueira, M.; Stipursky, J.; Gomes, F.C.A. Astrocytes and the TGF-B1 Pathway in the Healthy and Diseased
Brain: A Double-Edged Sword. Mol. Neurobiol. 2019, 56, 4653–4679. [CrossRef] [PubMed]

24. Jones, B.A.; Beamer, M.; Ahmed, S. Fractalkine/CX3CL1: A Potential New Target for Inflammatory Diseases. Mol. Interv. 2010, 10,
263–270. [CrossRef]

25. Espíndola, O.M.; Oliveira, L.C.; Ferreira, P.M.S.; Leite, A.C.C.B.; Lima, M.A.S.D.; Andrada-Serpa, M.J. High IFN-γ/IL-10
Expression Ratio and Increased Frequency of Persistent Human T-Cell Lymphotropic Virus Type 1-Infected Clones Are Associated
with Human T-Cell Lymphotropic Virus Type 1-Associated Myelopathy/Tropical Spastic Paraparesis Development. Intervirology
2015, 58, 106–114. [CrossRef]

26. Tattermusch, S.; Skinner, J.A.; Chaussabel, D.; Banchereau, J.; Berry, M.P.; McNab, F.W.; O’Garra, A.; Taylor, G.P.; Bangham, C.R.M.
Systems Biology Approaches Reveal a Specific Interferon-Inducible Signature in HTLV-1 Associated Myelopathy. PLoS Pathog.
2012, 8, e1002480. [CrossRef]

27. Carvalho, E.M.; Bacellar, O.; Porto, A.F.; Braga, S.; Galvão-Castro, B.; Neva, F. Cytokine Profile and Immunomodulation in
Asymptomatic Human T-Lymphotropic Virus Type 1-Infected Blood Donors. J. Acquir. Immune Defic. Syndr. 2001, 27, 1–6.
[CrossRef] [PubMed]

28. Mitre, E.; Thompson, R.W.; Carvalho, E.M.; Nutman, T.B.; Neva, F.A. Majority of Interferon-Gamma-Producing CD4+ Cells
in Patients Infected with Human T Cell Lymphotrophic Virus Do Not Express Tax Protein. J. Infect. Dis. 2003, 188, 428–432.
[CrossRef]

29. Yamano, Y.; Takenouchi, N.; Li, H.-C.; Tomaru, U.; Yao, K.; Grant, C.W.; Maric, D.A.; Jacobson, S. Virus-Induced Dysfunction of
CD4+CD25+ T Cells in Patients with HTLV-I-Associated Neuroimmunological Disease. J. Clin. Investig. 2005, 115, 1361–1368.
[CrossRef]

30. Nakahashi, T.; Fujimura, H.; Altar, C.A.; Li, J.; Kambayashi, J.; Tandon, N.N.; Sun, B. Vascular Endothelial Cells Synthesize and
Secrete Brain-Derived Neurotrophic Factor. FEBS Lett. 2000, 470, 113–117. [CrossRef]

31. Kaess, B.M.; Preis, S.R.; Lieb, W.; Beiser, A.S.; Yang, Q.; Chen, T.C.; Hengstenberg, C.; Erdmann, J.; Schunkert, H.; Seshadri, S.;
et al. Circulating Brain-Derived Neurotrophic Factor Concentrations and the Risk of Cardiovascular Disease in the Community. J.
Am. Heart Assoc. 2015, 4, e001544. [CrossRef]

32. Polakowski, N.; Terol, M.; Hoang, K.; Nash, I.; Laverdure, S.; Gazon, H.; Belrose, G.; Mesnard, J.-M.; Césaire, R.; Péloponèse, J.-M.;
et al. HBZ Stimulates Brain-Derived Neurotrophic Factor/TrkB Autocrine/Paracrine Signaling to Promote Survival of Human
T-Cell Leukemia Virus Type 1-Infected T Cells. J. Virol. 2014, 88, 13482–13494. [CrossRef] [PubMed]

33. Breen, E.C. VEGF in Biological Control. J Cell Biochem 2007, 102, 1358–1367. [CrossRef] [PubMed]
34. Ferrara, N.; Adamis, A.P. Ten Years of Anti-Vascular Endothelial Growth Factor Therapy. Nat. Rev. Drug. Discov. 2016, 15, 385–403.

[CrossRef] [PubMed]

http://doi.org/10.3389/fimmu.2021.737941
http://www.ncbi.nlm.nih.gov/pubmed/34764955
http://doi.org/10.1172/JCI75250
http://www.ncbi.nlm.nih.gov/pubmed/24960164
http://doi.org/10.1007/BF00588283
http://www.ncbi.nlm.nih.gov/pubmed/1289743
http://doi.org/10.1371/journal.pone.0088591
http://doi.org/10.1186/1742-2094-1-10
http://doi.org/10.1089/aid.2007.0077
http://doi.org/10.1038/nri704
http://doi.org/10.1182/blood-2007-11-123430
http://doi.org/10.1684/ecn.2016.0382
http://doi.org/10.1126/science.aau2909
http://doi.org/10.1016/j.phrs.2018.02.007
http://www.ncbi.nlm.nih.gov/pubmed/29438781
http://doi.org/10.1007/s12035-018-1396-y
http://www.ncbi.nlm.nih.gov/pubmed/30377983
http://doi.org/10.1124/mi.10.5.3
http://doi.org/10.1159/000371766
http://doi.org/10.1371/journal.ppat.1002480
http://doi.org/10.1097/00042560-200105010-00001
http://www.ncbi.nlm.nih.gov/pubmed/11404513
http://doi.org/10.1086/376529
http://doi.org/10.1172/JCI23913
http://doi.org/10.1016/S0014-5793(00)01302-8
http://doi.org/10.1161/JAHA.114.001544
http://doi.org/10.1128/JVI.02285-14
http://www.ncbi.nlm.nih.gov/pubmed/25210182
http://doi.org/10.1002/jcb.21579
http://www.ncbi.nlm.nih.gov/pubmed/17979153
http://doi.org/10.1038/nrd.2015.17
http://www.ncbi.nlm.nih.gov/pubmed/26775688


Viruses 2022, 14, 2146 17 of 18

35. Lu, J.; Yan, X.; Sun, X.; Shen, X.; Yin, H.; Wang, C.; Liu, Y.; Lu, C.; Fu, H.; Yang, S.; et al. Synergistic Effects of Dual-Presenting VEGF-
and BDNF-Mimetic Peptide Epitopes from Self-Assembling Peptide Hydrogels on Peripheral Nerve Regeneration. Nanoscale
2019, 11, 19943–19958. [CrossRef] [PubMed]

36. Maass, A.; Düzel, S.; Brigadski, T.; Goerke, M.; Becke, A.; Sobieray, U.; Neumann, K.; Lövdén, M.; Lindenberger, U.; Bäckman, L.;
et al. Relationships of Peripheral IGF-1, VEGF and BDNF Levels to Exercise-Related Changes in Memory, Hippocampal Perfusion
and Volumes in Older Adults. NeuroImage 2016, 131, 142–154. [CrossRef] [PubMed]

37. Voss, M.W.; Erickson, K.I.; Prakash, R.S.; Chaddock, L.; Kim, J.S.; Alves, H.; Szabo, A.; Phillips, S.M.; Wójcicki, T.R.; Mailey,
E.L.; et al. Neurobiological Markers of Exercise-Related Brain Plasticity in Older Adults. Brain Behav. Immun. 2013, 28, 90–99.
[CrossRef]

38. Bazarbachi, A.; Abou Merhi, R.; Gessain, A.; Talhouk, R.; El-Khoury, H.; Nasr, R.; Gout, O.; Sulahian, R.; Homaidan, F.; de
Thé, H.; et al. Human T-Cell Lymphotropic Virus Type I-Infected Cells Extravasate through the Endothelial Barrier by a Local
Angiogenesis-like Mechanism. Cancer Res. 2004, 64, 2039–2046. [CrossRef]

39. Lange, C.; Storkebaum, E.; de Almodóvar, C.R.; Dewerchin, M.; Carmeliet, P. Vascular Endothelial Growth Factor: A Neurovascu-
lar Target in Neurological Diseases. Nat. Rev. Neurol. 2016, 12, 439–454. [CrossRef]

40. Nakanishi, K. Unique Action of Interleukin-18 on T Cells and Other Immune Cells. Front. Immunol. 2018, 9, 763. [CrossRef]
41. Nakanishi, K.; Yoshimoto, T.; Tsutsui, H.; Okamura, H. Interleukin-18 Regulates Both Th1 and Th2 Responses. Annu. Rev.

Immunol. 2001, 19, 423–474. [CrossRef]
42. Jiang, T.; Yu, J.-T.; Zhu, X.-C.; Tan, L. TREM2 in Alzheimer’s Disease. Mol. Neurobiol. 2013, 48, 180–185. [CrossRef] [PubMed]
43. Bouchon, A.; Dietrich, J.; Colonna, M. Cutting Edge: Inflammatory Responses Can Be Triggered by TREM-1, a Novel Receptor

Expressed on Neutrophils and Monocytes. J. Immunol. 2000, 164, 4991–4995. [CrossRef] [PubMed]
44. Klesney-Tait, J.; Turnbull, I.R.; Colonna, M. The TREM Receptor Family and Signal Integration. Nat. Immunol. 2006, 7, 1266–1273.

[CrossRef] [PubMed]
45. Piccio, L.; Buonsanti, C.; Cella, M.; Tassi, I.; Schmidt, R.E.; Fenoglio, C.; Rinker, J.; Naismith, R.T.; Panina-Bordignon, P.; Passini,

N.; et al. Identification of Soluble TREM-2 in the Cerebrospinal Fluid and Its Association with Multiple Sclerosis and CNS
Inflammation. Brain 2008, 131, 3081–3091. [CrossRef] [PubMed]

46. Öhrfelt, A.; Axelsson, M.; Malmeström, C.; Novakova, L.; Heslegrave, A.; Blennow, K.; Lycke, J.; Zetterberg, H. Soluble TREM-2
in Cerebrospinal Fluid from Patients with Multiple Sclerosis Treated with Natalizumab or Mitoxantrone. Mult. Scler. 2016, 22,
1587–1595. [CrossRef]

47. Colonna, M.; Facchetti, F. TREM-1 (Triggering Receptor Expressed on Myeloid Cells): A New Player in Acute Inflammatory
Responses. J. Infect. Dis. 2003, 187 (Suppl. S2), S397–S401. [CrossRef]

48. Arend, W.P.; Palmer, G.; Gabay, C. IL-1, IL-18, and IL-33 Families of Cytokines. Immunol. Rev. 2008, 223, 20–38. [CrossRef]
49. Felderhoff-Mueser, U.; Schmidt, O.I.; Oberholzer, A.; Bührer, C.; Stahel, P.F. IL-18: A Key Player in Neuroinflammation and

Neurodegeneration? Trends Neurosci. 2005, 28, 487–493. [CrossRef]
50. Bidkhori, H.R.; Hedayati-Moghaddam, M.R.; Mosavat, A.; Valizadeh, N.; Tadayon, M.; Ahmadi Ghezeldasht, S.; Rafatpanah, H.;

Rezaee, S.A. The IL-18, IL-12, and IFN-γ Expression in HTLV-1-Associated Myelopathy/Tropical Spastic Paraparesis (HAM/TSP)
Patients, HTLV-1 Carriers, and Healthy Subjects. J. Neurovirol. 2020, 26, 338–346. [CrossRef]

51. Kawamura, T.; Ogawa, Y.; Aoki, R.; Shimada, S. Innate and Intrinsic Antiviral Immunity in Skin. J. Dermatol. Sci. 2014, 75, 159–166.
[CrossRef]

52. Voet, S.; Srinivasan, S.; Lamkanfi, M.; van Loo, G. Inflammasomes in Neuroinflammatory and Neurodegenerative Diseases.
EMBO Mol. Med. 2019, 11, e10248. [CrossRef] [PubMed]

53. Baecher-Allan, C.; Kaskow, B.J.; Weiner, H.L. Multiple Sclerosis: Mechanisms and Immunotherapy. Neuron 2018, 97, 742–768.
[CrossRef] [PubMed]

54. Voet, S.; Mc Guire, C.; Hagemeyer, N.; Martens, A.; Schroeder, A.; Wieghofer, P.; Daems, C.; Staszewski, O.; Vande Walle, L.;
Jordao, M.J.C.; et al. A20 Critically Controls Microglia Activation and Inhibits Inflammasome-Dependent Neuroinflammation.
Nat. Commun. 2018, 9, 2036. [CrossRef]

55. Albrecht, D.; García, L.; Cartier, L.; Kettlun, A.M.; Vergara, C.; Collados, L.; Valenzuela, M.A. Trophic Factors in Cerebrospinal
Fluid and Spinal Cord of Patients with Tropical Spastic Paraparesis, HIV, and Creutzfeldt-Jakob Disease. AIDS Res. Hum. Retrovir.
2006, 22, 248–254. [CrossRef] [PubMed]

56. Friden, P.M.; Walus, L.R.; Watson, P.; Doctrow, S.R.; Kozarich, J.W.; Bäckman, C.; Bergman, H.; Hoffer, B.; Bloom, F.; Granholm,
A.C. Blood-Brain Barrier Penetration and in Vivo Activity of an NGF Conjugate. Science 1993, 259, 373–377. [CrossRef]

57. Crispoltoni, L.; Stabile, A.M.; Pistilli, A.; Venturelli, M.; Cerulli, G.; Fonte, C.; Smania, N.; Schena, F.; Rende, M. Changes in Plasma
β-NGF and Its Receptors Expression on Peripheral Blood Monocytes During Alzheimer’s Disease Progression. J. Alzheimers Dis.
2017, 55, 1005–1017. [CrossRef]

58. Freund-Michel, V.; Frossard, N. The nerve growth factor and its receptors in airway inflammatory diseases. Pharmacol. Ther. 2008,
117, 52–76. [CrossRef]

59. Lambiase, A.; Micera, A.; Sgrulletta, R.; Bonini, S.; Bonini, S. Nerve Growth Factor and the Immune System: Old and New
Concepts in the Cross-Talk between Immune and Resident Cells during Pathophysiological Conditions. Curr. Opin. Allergy Clin.
Immunol. 2004, 4, 425–430. [CrossRef]

http://doi.org/10.1039/C9NR04521J
http://www.ncbi.nlm.nih.gov/pubmed/31602446
http://doi.org/10.1016/j.neuroimage.2015.10.084
http://www.ncbi.nlm.nih.gov/pubmed/26545456
http://doi.org/10.1016/j.bbi.2012.10.021
http://doi.org/10.1158/0008-5472.CAN-03-2390
http://doi.org/10.1038/nrneurol.2016.88
http://doi.org/10.3389/fimmu.2018.00763
http://doi.org/10.1146/annurev.immunol.19.1.423
http://doi.org/10.1007/s12035-013-8424-8
http://www.ncbi.nlm.nih.gov/pubmed/23407992
http://doi.org/10.4049/jimmunol.164.10.4991
http://www.ncbi.nlm.nih.gov/pubmed/10799849
http://doi.org/10.1038/ni1411
http://www.ncbi.nlm.nih.gov/pubmed/17110943
http://doi.org/10.1093/brain/awn217
http://www.ncbi.nlm.nih.gov/pubmed/18790823
http://doi.org/10.1177/1352458515624558
http://doi.org/10.1086/374754
http://doi.org/10.1111/j.1600-065X.2008.00624.x
http://doi.org/10.1016/j.tins.2005.06.008
http://doi.org/10.1007/s13365-020-00832-5
http://doi.org/10.1016/j.jdermsci.2014.05.004
http://doi.org/10.15252/emmm.201810248
http://www.ncbi.nlm.nih.gov/pubmed/31015277
http://doi.org/10.1016/j.neuron.2018.01.021
http://www.ncbi.nlm.nih.gov/pubmed/29470968
http://doi.org/10.1038/s41467-018-04376-5
http://doi.org/10.1089/aid.2006.22.248
http://www.ncbi.nlm.nih.gov/pubmed/16545011
http://doi.org/10.1126/science.8420006
http://doi.org/10.3233/JAD-160625
http://doi.org/10.1016/j.pharmthera.2007.07.003
http://doi.org/10.1097/00130832-200410000-00015


Viruses 2022, 14, 2146 18 of 18

60. Otten, U.; Scully, J.L.; Ehrhard, P.B.; Gadient, R.A. Neurotrophins: Signals between the Nervous and Immune Systems. Prog.
Brain Res. 1994, 103, 293–305. [CrossRef]

61. Laudiero, L.B.; Aloe, L.; Levi-Montalcini, R.; Buttinelli, C.; Schilter, D.; Gillessen, S.; Otten, U. Multiple Sclerosis Patients Express
Increased Levels of Beta-Nerve Growth Factor in Cerebrospinal Fluid. Neurosci. Lett. 1992, 147, 9–12. [CrossRef]

62. Aloe, L.; Tuveri, M.A.; Carcassi, U.; Levi-Montalcini, R. Nerve Growth Factor in the Synovial Fluid of Patients with Chronic
Arthritis. Arthritis Rheum. 1992, 35, 351–355. [CrossRef] [PubMed]

63. Falcini, F.; Matucci Cerinic, M.; Lombardi, A.; Generini, S.; Pignone, A.; Tirassa, P.; Ermini, M.; Lepore, L.; Partsch, G.; Aloe,
L. Increased Circulating Nerve Growth Factor Is Directly Correlated with Disease Activity in Juvenile Chronic Arthritis. Ann.
Rheum. Dis. 1996, 55, 745–748. [CrossRef] [PubMed]

64. Aalto, K.; Korhonen, L.; Lahdenne, P.; Pelkonen, P.; Lindholm, D. Nerve Growth Factor in Serum of Children with Systemic
Lupus Erythematosus Is Correlated with Disease Activity. Cytokine 2002, 20, 136–139. [CrossRef] [PubMed]

65. Bracci-Laudiero, L.; Aloe, L.; Levi-Montalcini, R.; Galeazzi, M.; Schilter, D.; Scully, J.L.; Otten, U. Increased Levels of NGF in Sera
of Systemic Lupus Erythematosus Patients. Neuroreport 1993, 4, 563–565. [CrossRef] [PubMed]

66. Gloire, G.; Legrand-Poels, S.; Piette, J. NF-KappaB Activation by Reactive Oxygen Species: Fifteen Years Later. Biochem. Pharmacol.
2006, 72, 1493–1505. [CrossRef] [PubMed]

67. Hofmann, M.A.; Drury, S.; Fu, C.; Qu, W.; Taguchi, A.; Lu, Y.; Avila, C.; Kambham, N.; Bierhaus, A.; Nawroth, P.; et al. RAGE
Mediates a Novel Proinflammatory Axis: A Central Cell Surface Receptor for S100/Calgranulin Polypeptides. Cell 1999, 97,
889–901. [CrossRef]

68. Neeper, M.; Schmidt, A.M.; Brett, J.; Yan, S.D.; Wang, F.; Pan, Y.C.; Elliston, K.; Stern, D.; Shaw, A. Cloning and Expression of a
Cell Surface Receptor for Advanced Glycosylation End Products of Proteins. J. Biol. Chem. 1992, 267, 14998–15004. [CrossRef]

69. Bierhaus, A.; Stern, D.M.; Nawroth, P.P. RAGE in Inflammation: A New Therapeutic Target? Curr. Opin. Investig. Drugs 2006, 7,
985–991.

70. Nawroth, P.; Bierhaus, A.; Marrero, M.; Yamamoto, H.; Stern, D.M. Atherosclerosis and Restenosis: Is There a Role for RAGE?
Curr. Diab. Rep. 2005, 5, 11–16. [CrossRef]

71. Yan, S.F.; Yan, S.D.; Ramasamy, R.; Schmidt, A.M. Tempering the Wrath of RAGE: An Emerging Therapeutic Strategy against
Diabetic Complications, Neurodegeneration, and Inflammation. Ann. Med. 2009, 41, 408–422. [CrossRef]

72. Weber, C.; Belge, K.U.; von Hundelshausen, P.; Draude, G.; Steppich, B.; Mack, M.; Frankenberger, M.; Weber, K.S.; Ziegler-
Heitbrock, H.W. Differential Chemokine Receptor Expression and Function in Human Monocyte Subpopulations. J. Leukoc. Biol.
2000, 67, 699–704. [CrossRef] [PubMed]

73. Weber, C.; Weber, K.S.; Klier, C.; Gu, S.; Wank, R.; Horuk, R.; Nelson, P.J. Specialized Roles of the Chemokine Receptors CCR1 and
CCR5 in the Recruitment of Monocytes and T(H)1-like/CD45RO(+) T Cells. Blood 2001, 97, 1144–1146. [CrossRef] [PubMed]

74. Wong, K.L.; Tai, J.J.-Y.; Wong, W.-C.; Han, H.; Sem, X.; Yeap, W.-H.; Kourilsky, P.; Wong, S.-C. Gene Expression Profiling Reveals
the Defining Features of the Classical, Intermediate, and Nonclassical Human Monocyte Subsets. Blood 2011, 118, e16–e31.
[CrossRef] [PubMed]

75. Ziegler-Heitbrock, L.; Ancuta, P.; Crowe, S.; Dalod, M.; Grau, V.; Hart, D.N.; Leenen, P.J.M.; Liu, Y.-J.; MacPherson, G.; Randolph,
G.J.; et al. Nomenclature of Monocytes and Dendritic Cells in Blood. Blood 2010, 116, e74–e80. [CrossRef]

76. Ancuta, P.; Weiss, L.; Haeffner-Cavaillon, N. CD14+CD16++ Cells Derived in Vitro from Peripheral Blood Monocytes Exhibit
Phenotypic and Functional Dendritic Cell-like Characteristics. Eur. J. Immunol. 2000, 30, 1872–1883. [CrossRef]

77. de Castro-Amarante, M.F.; Pise-Masison, C.A.; McKinnon, K.; Washington Parks, R.; Galli, V.; Omsland, M.; Andresen, V.;
Massoud, R.; Brunetto, G.; Caruso, B.; et al. Human T Cell Leukemia Virus Type 1 Infection of the Three Monocyte Subsets
Contributes to Viral Burden in Humans. J. Virol. 2015, 90, 2195–2207. [CrossRef]

http://doi.org/10.1016/s0079-6123(08)61144-9
http://doi.org/10.1016/0304-3940(92)90762-V
http://doi.org/10.1002/art.1780350315
http://www.ncbi.nlm.nih.gov/pubmed/1536673
http://doi.org/10.1136/ard.55.10.745
http://www.ncbi.nlm.nih.gov/pubmed/8984940
http://doi.org/10.1006/cyto.2002.1991
http://www.ncbi.nlm.nih.gov/pubmed/12453472
http://doi.org/10.1097/00001756-199305000-00025
http://www.ncbi.nlm.nih.gov/pubmed/8513139
http://doi.org/10.1016/j.bcp.2006.04.011
http://www.ncbi.nlm.nih.gov/pubmed/16723122
http://doi.org/10.1016/S0092-8674(00)80801-6
http://doi.org/10.1016/S0021-9258(18)42138-2
http://doi.org/10.1007/s11892-005-0061-9
http://doi.org/10.1080/07853890902806576
http://doi.org/10.1002/jlb.67.5.699
http://www.ncbi.nlm.nih.gov/pubmed/10811011
http://doi.org/10.1182/blood.V97.4.1144
http://www.ncbi.nlm.nih.gov/pubmed/11159551
http://doi.org/10.1182/blood-2010-12-326355
http://www.ncbi.nlm.nih.gov/pubmed/21653326
http://doi.org/10.1182/blood-2010-02-258558
http://doi.org/10.1002/1521-4141(200007)30:7&lt;1872::AID-IMMU1872&gt;3.0.CO;2-2
http://doi.org/10.1128/JVI.02735-15

	Introduction 
	Materials and Methods 
	Study Design and Population 
	Quantification of Factors Associated with Neuroinflammation 
	Statistical Analysis 

	Results 
	Clinical and Laboratory Aspects of the Study Population 
	Analysis of Inflammatory Factors in the Serum of HTLV-1-Infected Individuals 
	CSF Analysis of Biomarkers of Inflammation 

	Discussion 
	References

